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Cryobacterium_psychrotolerans~GCF_900101115.1@NZ_FNFU01000005=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Microbacteriaceae-Cryobacterium-Cryobacterium_psychrotolerans
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Streptomyces_sp.|NRRLS-1777~GCA_000722215.1@KL589982=Bacteria-Actinobacteria-Actinobacteria-Streptomycetales-Streptomycetaceae-Streptomyces-Streptomyces_sp.
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Olsenella_sp.|ORALTAXON807~GCF_001189515.2@NZ_CP012069=Bacteria-Actinobacteria-Coriobacteriia-Coriobacteriales-Atopobiaceae-Olsenella-Olsenella_sp.
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Rubrobacter_radiotolerans~GCF_000661895.1@NZ_CP007514=Bacteria-Actinobacteria-Rubrobacteria-Rubrobacterales-Rubrobacteraceae-Rubrobacter-Rubrobacter_radiotolerans
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Frondihabitans_sp.|LEAF304~GCF_001423105.1@NZ_LMNV01000005=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Microbacteriaceae-Frondihabitans-Frondihabitans_sp.
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candidatus_planktophila_sp.|MMS-IA-53~GCA_002288045.1@
CP016772=Bacteria-Actinobacteria-Actinobacteria-unknown_order-unknown_family-Candidatus_planktophila-Candidatus_planktophila_sp.
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Actinomadura_flavalba|DSM45200~GCF_000374305.1@NZ_KB894093=Bacteria-Actinobacteria-Actinobacteria-Streptosporangiales-Thermomonosporaceae-Actinomadura-Actinomadura_flavalba
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Microbacterium_paraoxydans~GCF_900105335.1@NZ_LT629770=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Microbacteriaceae-Microbacterium-Microbacterium_paraoxydans
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