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Corynebacterium_sp.|NML98-0116~GCF_001767255.1@NZ_CP017639=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Corynebacteriaceae-Corynebacterium-Corynebacterium_sp.

Brachybacterium_sp.|VR2415~GCF_002216795.1@NZ_CP022316=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Dermabacteraceae-Brachybacterium-Brachybacterium_sp.

Mycobacterium_kumamotonense~GCF_001679965.1@NZ_LFOE01000002=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Mycobacteriaceae-Mycobacterium-Mycobacterium_kumamotonense

Actinobacterium_acmicro_1~GCA_000754435.1@JNSC01000016=Bacteria-Actinobacteria-Actinobacteria-unknown_order-unknown_family-unknown_genus-Actinobacterium_acmicro_1

Amycolatopsis_orientalis~GCF_000943515.2@NZ_CP016174=Bacteria-Actinobacteria-Actinobacteria-Pseudonocardiales-Pseudonocardiaceae-Amycolatopsis-Amycolatopsis_orientalis

Mycobacterium_thermoresistibile~GCF_900187065.1@NZ_LT906483=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Mycobacteriaceae-Mycobacterium-Mycobacterium_thermoresistibile

Mycobacterium_rutilum~GCF_900108565.1@NZ_LT629971=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Mycobacteriaceae-Mycobacterium-Mycobacterium_rutilum

Sanguibacter_gelidistatuariae~GCF_900096585.1@NZ_FMYH01000001=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Sanguibacteraceae-Sanguibacter-Sanguibacter_gelidistatuariae

Symbiobacterium_thermophilum|IAM14863~GCF_000009905.1@NC_006177=Bacteria-Firmicutes-Clostridia-Clostridiales-Symbiobacteriaceae-Symbiobacterium-Symbiobacterium_thermophilum

Actinotignum_urinale|DSM15805~GCF_000420445.1@NZ_ATUY01000010=Bacteria-Actinobacteria-Actinobacteria-Actinomycetales-Actinomycetaceae-Actinotignum-Actinotignum_urinale

Agrococcus_carbonis~GCF_900104705.1@NZ_LT629734=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Microbacteriaceae-Agrococcus-Agrococcus_carbonis

Streptomyces_glauciniger~GCF_900188405.1@NZ_FZOF01000009=Bacteria-Actinobacteria-Actinobacteria-Streptomycetales-Streptomycetaceae-Streptomyces-Streptomyces_glauciniger

Actinobacteria_bacterium_mms_21_122~GCA_002287885.1@CP016768=Bacteria-Actinobacteria-unknown_class-unknown_order-unknown_family-unknown_genus-Actinobacteria_bacterium_mms_21_122

Nocardioides_sp.|ROOT79~GCF_001428765.1@NZ_LMIP01000011=Bacteria-Actinobacteria-Actinobacteria-Propionibacteriales-Nocardioidaceae-Nocardioides-Nocardioides_sp.

Cnuibacter_physcomitrellae~GCF_002096055.1@NZ_CP020715=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Microbacteriaceae-Cnuibacter-Cnuibacter_physcomitrellae

Streptomyces_sp.|TP-A0874~GCF_001748085.1@NZ_BBZK01000005=Bacteria-Actinobacteria-Actinobacteria-Streptomycetales-Streptomycetaceae-Streptomyces-Streptomyces_sp.

Nocardioides_sp.|CF8~GCF_000389985.1@NZ_CM001852=Bacteria-Actinobacteria-Actinobacteria-Propionibacteriales-Nocardioidaceae-Nocardioides-Nocardioides_sp.

Actinobacteria_bacterium_rbg_16_67_15~GCA_001767675.1@MELP01000096=Bacteria-Actinobacteria-unknown_class-unknown_order-unknown_family-unknown_genus-Actinobacteria_bacterium_rbg_16_67_15

Streptomyces_gilvosporeus~GCF_002082195.1@NZ_CP020569=Bacteria-Actinobacteria-Actinobacteria-Streptomycetales-Streptomycetaceae-Streptomyces-Streptomyces_gilvosporeus

Corynebacterium_epidermidicanis~GCF_001021025.1@NZ_CP011541=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Corynebacteriaceae-Corynebacterium-Corynebacterium_epidermidicanis

Gardnerella_vaginalis~GCF_001563665.1@NZ_KQ961877=Bacteria-Actinobacteria-Actinobacteria-Bifidobacteriales-Bifidobacteriaceae-Gardnerella-Gardnerella_vaginalis

Streptomyces_thermovulgaris~GCF_002155915.1@NZ_MUME01000060=Bacteria-Actinobacteria-Actinobacteria-Streptomycetales-Streptomycetaceae-Streptomyces-Streptomyces_thermovulgaris

Nocardioides_szechwanensis~GCF_900103935.1@NZ_FNIC01000004=Bacteria-Actinobacteria-Actinobacteria-Propionibacteriales-Nocardioidaceae-Nocardioides-Nocardioides_szechwanensis

Dermabacter_vaginalis~GCF_001678905.1@NZ_CP012117=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Dermabacteraceae-Dermabacter-Dermabacter_vaginalis

Microbacterium_sediminis~GCF_001689915.1@NZ_KV744797=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Microbacteriaceae-Microbacterium-Microbacterium_sediminis

Corynebacterium_halotolerans~GCF_001056295.1@NZ_JVMD01000012=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Corynebacteriaceae-Corynebacterium-Corynebacterium_halotolerans

Turicella_otitidis|ATCC51513~GCF_000296405.1@NZ_JH815195=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Corynebacteriaceae-Turicella-Turicella_otitidis

Geodermatophilus_telluris~GCF_900102745.1@NZ_FMZF01000007=Bacteria-Actinobacteria-Actinobacteria-Geodermatophilales-Geodermatophilaceae-Geodermatophilus-Geodermatophilus_telluris

Collinsella_tanakaei|YIT12063~GCF_000225705.1@NZ_JH126472=Bacteria-Actinobacteria-Coriobacteriia-Coriobacteriales-Coriobacteriaceae-Collinsella-Collinsella_tanakaei

Corynebacterium_variabile|DSM44702~GCF_000179395.2@NC_015859=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Corynebacteriaceae-Corynebacterium-Corynebacterium_variabile

Propionibacteriaceae_bacterium_p6a17~GCF_000619965.1@NZ_JHVD01000019=Bacteria-Actinobacteria-Actinobacteria-Propionibacteriales-Propionibacteriaceae-unknown_genus-Propionibacteriaceae_bacterium_p6a17

Rhodococcus_sp.|WMMA185~GCF_001767395.1@NZ_CP017014=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Nocardiaceae-Rhodococcus-Rhodococcus_sp.

Actinobacteria_bacterium_21_73_9~GCA_002255565.1@NCBE01000031=Bacteria-Actinobacteria-unknown_class-unknown_order-unknown_family-unknown_genus-Actinobacteria_bacterium_21_73_9

Microlunatus_soli~GCF_900105385.1@NZ_LT629772=Bacteria-Actinobacteria-Actinobacteria-Propionibacteriales-Propionibacteriaceae-Microlunatus-Microlunatus_soli

Mycobacterium_sp.|JS623~GCF_000328565.1@NC_019966=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Mycobacteriaceae-Mycobacterium-Mycobacterium_sp.

Nakamurella_panacisegetis~GCF_900104535.1@NZ_LT629710=Bacteria-Actinobacteria-Actinobacteria-Nakamurellales-Nakamurellaceae-Nakamurella-Nakamurella_panacisegetis

Gordonibacter_massiliensis~GCF_900170005.1@NZ_LT827128=Bacteria-Actinobacteria-Coriobacteriia-Eggerthellales-Eggerthellaceae-Gordonibacter-Gordonibacter_massiliensis

Geodermatophilus_nigrescens~GCF_900129495.1@NZ_FQVX01000004=Bacteria-Actinobacteria-Actinobacteria-Geodermatophilales-Geodermatophilaceae-Geodermatophilus-Geodermatophilus_nigrescens

Actinomycetospora_chiangmaiensis|DSM45062~GCF_000379625.1@NZ_KB903217=Bacteria-Actinobacteria-Actinobacteria-Pseudonocardiales-Pseudonocardiaceae-Actinomycetospora-Actinomycetospora_chiangmaiensis

Slackia_heliotrinireducens|DSM20476~GCF_000023885.1@NC_013165=Bacteria-Actinobacteria-Coriobacteriia-Eggerthellales-Eggerthellaceae-Slackia-Slackia_heliotrinireducens

Micromonospora_auratinigra~GCF_900089595.1@NZ_LT594323=Bacteria-Actinobacteria-Actinobacteria-Micromonosporales-Micromonosporaceae-Micromonospora-Micromonospora_auratinigra

Streptomyces_sp.|142MFCOL31~GCF_000424945.1@NZ_AUKV01000026=Bacteria-Actinobacteria-Actinobacteria-Streptomycetales-Streptomycetaceae-Streptomyces-Streptomyces_sp.

Arthrobacter_sp.|35/47~GCF_000520475.1@NZ_KI914583=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Micrococcaceae-Arthrobacter-Arthrobacter_sp.

Allokutzneria_albata~GCF_900103775.1@NZ_LT629701=Bacteria-Actinobacteria-Actinobacteria-Pseudonocardiales-Pseudonocardiaceae-Allokutzneria-Allokutzneria_albata

Streptomyces_aurantiacus~GCF_001418335.1@NZ_LIPP01000027=Bacteria-Actinobacteria-Actinobacteria-Streptomycetales-Streptomycetaceae-Streptomyces-Streptomyces_aurantiacus

Streptomyces_chilikensis~GCA_001642695.1@LWCC01000001=Bacteria-Actinobacteria-Actinobacteria-Streptomycetales-Streptomycetaceae-Streptomyces-Streptomyces_chilikensis

Nocardiopsis_alba|ATCCBAA-2165~GCF_000294515.1@NC_018524=Bacteria-Actinobacteria-Actinobacteria-Streptosporangiales-Nocardiopsaceae-Nocardiopsis-Nocardiopsis_alba

Brachybacterium_phenoliresistens~GCF_000576425.1@NZ_KK070010=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Dermabacteraceae-Brachybacterium-Brachybacterium_phenoliresistens

Cryptobacterium_curtum|DSM15641~GCF_000023845.1@NC_013170=Bacteria-Actinobacteria-Coriobacteriia-Eggerthellales-Eggerthellaceae-Cryptobacterium-Cryptobacterium_curtum

Kutzneria_sp.|744~GCF_000568255.1@NZ_KK037166=Bacteria-Actinobacteria-Actinobacteria-Pseudonocardiales-Pseudonocardiaceae-Kutzneria-Kutzneria_sp.

Aeromicrobium_massiliense|JC14~GCF_000312105.1@NZ_HE978636=Bacteria-Actinobacteria-Actinobacteria-Propionibacteriales-Nocardioidaceae-Aeromicrobium-Aeromicrobium_massiliense

Arthrobacter_sp.|H5~GCF_000520595.1@NZ_KI914997=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Micrococcaceae-Arthrobacter-Arthrobacter_sp.

candidatus_planktophila_sp.|MMS-IIA-15~GCA_002288185.1@CP016776=Bacteria-Actinobacteria-Actinobacteria-unknown_order-unknown_family-Candidatus_planktophila-Candidatus_planktophila_sp.

Mycobacterium_kansasii~GCA_002086865.1@MWKW01000001=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Mycobacteriaceae-Mycobacterium-Mycobacterium_kansasii

Mycobacterium_smegmatis|MKD8~GCF_000331165.1@NZ_CM001762=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Mycobacteriaceae-Mycobacterium-Mycobacterium_smegmatis

Frankineae_bacterium_mt45~GCF_900100325.1@NZ_LT629697=Bacteria-Actinobacteria-Actinobacteria-Frankiales-unknown_family-unknown_genus-Frankineae_bacterium_mt45

Sporichthya_polymorpha|DSM43042~GCF_000384115.1@NZ_KB913029=Bacteria-Actinobacteria-Actinobacteria-Frankiales-Sporichthyaceae-Sporichthya-Sporichthya_polymorpha

Modestobacter_caceresii~GCF_000761485.1@NZ_JPMX01000006=Bacteria-Actinobacteria-Actinobacteria-Geodermatophilales-Geodermatophilaceae-Modestobacter-Modestobacter_caceresii

Serinicoccus_sp.|CUA-874~GCF_001942225.1@NZ_MKJZ01000011=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Intrasporangiaceae-Serinicoccus-Serinicoccus_sp.

Actinomyces_neuii~GCF_001546135.1@NZ_KQ955225=Bacteria-Actinobacteria-Actinobacteria-Actinomycetales-Actinomycetaceae-Actinomyces-Actinomyces_neuii

Cryobacterium_psychrotolerans~GCF_900101115.1@NZ_FNFU01000005=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Microbacteriaceae-Cryobacterium-Cryobacterium_psychrotolerans

Streptomyces_avermitilis|MA-4680+NBRC14893~GCF_000764715.1@NZ_BAVY01000020=Bacteria-Actinobacteria-Actinobacteria-Streptomycetales-Streptomycetaceae-Streptomyces-Streptomyces_avermitilis

Microbacterium_sp.|URHA0036~GCF_000425985.1@NZ_AUEM01000001=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Microbacteriaceae-Microbacterium-Microbacterium_sp.

Cellulomonas_fimi|ATCC484~GCF_000212695.1@NC_015514=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Cellulomonadaceae-Cellulomonas-Cellulomonas_fimi

Tetrasphaera_jenkinsii|BEN74~GCF_001046875.1@NZ_HF571038=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Intrasporangiaceae-Tetrasphaera-Tetrasphaera_jenkinsii

Actinomadura_rifamycini|DSM43936~GCF_000425065.1@NZ_AULB01000025=Bacteria-Actinobacteria-Actinobacteria-Streptosporangiales-Thermomonosporaceae-Actinomadura-Actinomadura_rifamycini

Nocardioides_sp.|XL1~GCF_002165235.1@NZ_NHQT01000005=Bacteria-Actinobacteria-Actinobacteria-Propionibacteriales-Nocardioidaceae-Nocardioides-Nocardioides_sp.

Aeromicrobium_erythreum~GCF_001509405.1@NZ_CP011502=Bacteria-Actinobacteria-Actinobacteria-Propionibacteriales-Nocardioidaceae-Aeromicrobium-Aeromicrobium_erythreum

Actinobacteria_bacterium_69_20~GCA_001897425.1@MKSW01000033=Bacteria-Actinobacteria-Actinobacteria-unknown_order-unknown_family-unknown_genus-Actinobacteria_bacterium_69_20

Eggerthella_sp.|YY7918~GCF_000270285.1@NC_015738=Bacteria-Actinobacteria-Coriobacteriia-Eggerthellales-Eggerthellaceae-Eggerthella-Eggerthella_sp.

Kineosporia_sp.|A_224~GCF_002198655.1@NZ_MWLN01000186=Bacteria-Actinobacteria-Actinobacteria-Kineosporiales-Kineosporiaceae-Kineosporia-Kineosporia_sp.

Streptomyces_griseoplanus~GCF_001418575.1@NZ_LIQR01000412=Bacteria-Actinobacteria-Actinobacteria-Streptomycetales-Streptomycetaceae-Streptomyces-Streptomyces_griseoplanus

Lysinimicrobium_luteum~GCF_000971215.1@NZ_BBMA01000002=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Demequinaceae-Lysinimicrobium-Lysinimicrobium_luteum

Alloactinosynnema_album~GCF_900104505.1@NZ_FNJB01000006=Bacteria-Actinobacteria-Actinobacteria-Pseudonocardiales-Pseudonocardiaceae-Alloactinosynnema-Alloactinosynnema_album

Actinobacterium_scgc_aaa028_a23~GCA_000378905.1@KB900602=Bacteria-Actinobacteria-Actinobacteria-unknown_order-unknown_family-unknown_genus-Actinobacterium_scgc_aaa028_a23

Micromonospora_echinospora~GCF_002266845.1@NZ_NGNT01000014=Bacteria-Actinobacteria-Actinobacteria-Micromonosporales-Micromonosporaceae-Micromonospora-Micromonospora_echinospora

Saccharomonospora_marina|XMU15~GCF_000244955.1@NZ_CM001439=Bacteria-Actinobacteria-Actinobacteria-Pseudonocardiales-Pseudonocardiaceae-Saccharomonospora-Saccharomonospora_marina

Streptomyces_globisporus|C-1027~GCF_000261345.2@NZ_CP013738=Bacteria-Actinobacteria-Actinobacteria-Streptomycetales-Streptomycetaceae-Streptomyces-Streptomyces_globisporus

Actinomyces_sp.|ORALTAXON448F0400~GCF_000220835.1@NZ_GL985606=Bacteria-Actinobacteria-Actinobacteria-Actinomycetales-Actinomycetaceae-Actinomyces-Actinomyces_sp.

Hoyosella_subflava|DQS3-9A1~GCF_000214175.1@NC_015564=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Mycobacteriaceae-Hoyosella-Hoyosella_subflava

Streptomyces_radiopugnans~GCF_900110735.1@NZ_FOET01000003=Bacteria-Actinobacteria-Actinobacteria-Streptomycetales-Streptomycetaceae-Streptomyces-Streptomyces_radiopugnans

Nocardia_terpenica~GCF_001625105.1@NZ_KV411303=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Nocardiaceae-Nocardia-Nocardia_terpenica

Demequina_sediminicola~GCF_000975055.1@NZ_BBRB01000001=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Demequinaceae-Demequina-Demequina_sediminicola

Atopobium_parvulum|DSM20469~GCF_000024225.1@NC_013203=Bacteria-Actinobacteria-Coriobacteriia-Coriobacteriales-Atopobiaceae-Atopobium-Atopobium_parvulum

Thermobispora_bispora|DSM43833~GCF_000092645.1@NC_014165=Bacteria-Actinobacteria-Actinobacteria-unknown_order-unknown_family-Thermobispora-Thermobispora_bispora

Glaciibacter_superstes|DSM21135~GCF_000421145.1@NZ_ATWH01000007=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Microbacteriaceae-Glaciibacter-Glaciibacter_superstes

Corynebacterium_caspium|DSM44850~GCF_000379705.1@NZ_KB903377=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Corynebacteriaceae-Corynebacterium-Corynebacterium_caspium

Corynebacterium_frankenforstense|DSM45800~GCF_001941485.1@NZ_CP009247=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Corynebacteriaceae-Corynebacterium-Corynebacterium_frankenforstense

Mycobacterium_sp.|EPA45~GCF_001021385.1@NZ_CP011773=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Mycobacteriaceae-Mycobacterium-Mycobacterium_sp.

Tetrasphaera_sp.|SOIL756~GCF_001428065.1@NZ_LMSE01000001=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Intrasporangiaceae-Tetrasphaera-Tetrasphaera_sp.

Bifidobacterium_bifidum|BGN4~GCF_000265095.1@NC_017999=Bacteria-Actinobacteria-Actinobacteria-Bifidobacteriales-Bifidobacteriaceae-Bifidobacterium-Bifidobacterium_bifidum

Actinomyces_turicensis|ACS-279-V-COL4~GCF_000296505.1@NZ_JH815208=Bacteria-Actinobacteria-Actinobacteria-Actinomycetales-Actinomycetaceae-Actinomyces-Actinomyces_turicensis

Kocuria_flava~GCF_001482365.1@NZ_CP013254=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Micrococcaceae-Kocuria-Kocuria_flava

Frigoribacterium_sp.|LEAF44~GCF_001421865.1@NZ_LMLG01000006=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Microbacteriaceae-Frigoribacterium-Frigoribacterium_sp.

Geodermatophilus_ruber~GCF_900114385.1@NZ_FOSW01000014=Bacteria-Actinobacteria-Actinobacteria-Geodermatophilales-Geodermatophilaceae-Geodermatophilus-Geodermatophilus_ruber

Mycobacterium_neoaurum~GCF_000724065.1@NZ_LK021337=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Mycobacteriaceae-Mycobacterium-Mycobacterium_neoaurum

Actinomyces_hordeovulneris~GCF_001907235.1@NZ_MQVS01000016=Bacteria-Actinobacteria-Actinobacteria-Actinomycetales-Actinomycetaceae-Actinomyces-Actinomyces_hordeovulneris

Actinomyces_urogenitalis|DORA_12~GCA_000508425.1@AZLV01000927=Bacteria-Actinobacteria-Actinobacteria-Actinomycetales-Actinomycetaceae-Actinomyces-Actinomyces_urogenitalis

Streptomyces_glaucescens~GCF_002154375.1@NZ_MUND01000424=Bacteria-Actinobacteria-Actinobacteria-Streptomycetales-Streptomycetaceae-Streptomyces-Streptomyces_glaucescens

Mycobacterium_sinense~GCF_000214155.1@NC_015576=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Mycobacteriaceae-Mycobacterium-Mycobacterium_sinense

Amycolatopsis_xylanica~GCF_900107045.1@NZ_FNON01000002=Bacteria-Actinobacteria-Actinobacteria-Pseudonocardiales-Pseudonocardiaceae-Amycolatopsis-Amycolatopsis_xylanica

Actinotignum_schaalii|FB123-CNA-2~GCF_000411135.1@NZ_KE150262=Bacteria-Actinobacteria-Actinobacteria-Actinomycetales-Actinomycetaceae-Actinotignum-Actinotignum_schaalii

Corynebacterium_mycetoides~GCF_900103625.1@NZ_LT629700=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Corynebacteriaceae-Corynebacterium-Corynebacterium_mycetoides

Kytococcus_sedentarius~GCF_001061885.1@NZ_JWDO01000032=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Dermacoccaceae-Kytococcus-Kytococcus_sedentarius

Corynebacterium_humireducens|NBRC106098+DSM45392~GCF_000819445.1@NZ_CP005286=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Corynebacteriaceae-Corynebacterium-Corynebacterium_humireducens

Arcanobacterium_urinimassiliense~GCF_900119495.1@NZ_LT632435=Bacteria-Actinobacteria-Actinobacteria-Actinomycetales-Actinomycetaceae-Arcanobacterium-Arcanobacterium_urinimassiliense

Kytococcus_sp.|HMSC28H12~GCF_001816045.1@NZ_KV824271=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Dermacoccaceae-Kytococcus-Kytococcus_sp.

Corynebacterium_stationis~GCF_002024345.1@NZ_CP019963=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Corynebacteriaceae-Corynebacterium-Corynebacterium_stationis

Streptomyces_abyssalis~GCF_001751365.1@NZ_LJGT01000038=Bacteria-Actinobacteria-Actinobacteria-Streptomycetales-Streptomycetaceae-Streptomyces-Streptomyces_abyssalis

Tetrasphaera_japonica|T1-X7~GCF_001046855.1@NZ_HF570958=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Intrasporangiaceae-Tetrasphaera-Tetrasphaera_japonica

Nocardioides_halotolerans|DSM19273~GCF_000422805.1@NZ_KE383927=Bacteria-Actinobacteria-Actinobacteria-Propionibacteriales-Nocardioidaceae-Nocardioides-Nocardioides_halotolerans

Actinokineospora_terrae~GCF_900111175.1@NZ_FOGI01000019=Bacteria-Actinobacteria-Actinobacteria-Pseudonocardiales-Pseudonocardiaceae-Actinokineospora-Actinokineospora_terrae

Cryptosporangium_aurantiacum~GCF_900143005.1@NZ_FRCS01000018=Bacteria-Actinobacteria-Actinobacteria-Frankiales-Cryptosporangiaceae-Cryptosporangium-Cryptosporangium_aurantiacum

Actinosynnema_mirum|DSM43827~GCF_000023245.1@NC_013093=Bacteria-Actinobacteria-Actinobacteria-Pseudonocardiales-Pseudonocardiaceae-Actinosynnema-Actinosynnema_mirum

Sinosporangium_album~GCF_900100605.1@NZ_FNCN01000021=Bacteria-Actinobacteria-Actinobacteria-Streptosporangiales-Streptosporangiaceae-Sinosporangium-Sinosporangium_album

Neomicrococcus_aestuarii~GCF_001887245.1@NZ_CP018135=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Micrococcaceae-Neomicrococcus-Neomicrococcus_aestuarii

Marinactinospora_thermotolerans|DSM45154~GCF_900167435.1@NZ_FUWS01000006=Bacteria-Actinobacteria-Actinobacteria-Streptosporangiales-Nocardiopsaceae-Marinactinospora-Marinactinospora_thermotolerans

Nocardia_soli~GCF_001886715.1@NZ_CP018082=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Nocardiaceae-Nocardia-Nocardia_soli

Mycobacterium_litorale~GCF_002007745.1@NZ_CP019882=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Mycobacteriaceae-Mycobacterium-Mycobacterium_litorale

Phycicoccus_sp.|ROOT563~GCF_001427915.1@NZ_LMGM01000001=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Intrasporangiaceae-Phycicoccus-Phycicoccus_sp.

Microbispora_sp.|GMKU363~GCF_001417795.1@NZ_BCBX01000035=Bacteria-Actinobacteria-Actinobacteria-Streptosporangiales-Streptosporangiaceae-Microbispora-Microbispora_sp.

Arthrobacter_sp.|162MFSHA11~GCF_000374905.1@NZ_KB895493=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Micrococcaceae-Arthrobacter-Arthrobacter_sp.

Frondihabitans_sp.|PAMC28766~GCF_001577365.1@NZ_CP014513=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Microbacteriaceae-Frondihabitans-Frondihabitans_sp.

Leucobacter_chromiiresistens|JG31~GCF_000231305.1@NZ_JH370377=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Microbacteriaceae-Leucobacter-Leucobacter_chromiiresistens

Microbacterium_sp.|RU3701~GCF_900104435.1@NZ_FNJG01000001=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Microbacteriaceae-Microbacterium-Microbacterium_sp.

Rhodococcus_erythropolis~GCF_002091935.1@NZ_MJVD01000022=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Nocardiaceae-Rhodococcus-Rhodococcus_erythropolis

Actinobaculum_massiliense|ACS-171-V-COL2~GCF_000315465.1@NZ_JH992955=Bacteria-Actinobacteria-Actinobacteria-Actinomycetales-Actinomycetaceae-Actinobaculum-Actinobaculum_massiliense

Actinokineospora_inagensis|DSM44258~GCF_000482865.1@NZ_AXWW01000013=Bacteria-Actinobacteria-Actinobacteria-Pseudonocardiales-Pseudonocardiaceae-Actinokineospora-Actinokineospora_inagensis

Actinomyces_graevenitzii|F0530~GCF_000466185.1@NZ_KE951501=Bacteria-Actinobacteria-Actinobacteria-Actinomycetales-Actinomycetaceae-Actinomyces-Actinomyces_graevenitzii

Nocardiopsis_sp.|CNT312~GCF_000515115.1@NZ_AZXF01000017=Bacteria-Actinobacteria-Actinobacteria-Streptosporangiales-Nocardiopsaceae-Nocardiopsis-Nocardiopsis_sp.

Streptomyces_sp.|TAA040~GCF_000424845.1@NZ_AUKR01000010=Bacteria-Actinobacteria-Actinobacteria-Streptomycetales-Streptomycetaceae-Streptomyces-Streptomyces_sp.

Propionimicrobium_sp.|MARSEILLE-P3275~GCF_900155645.1@NZ_LT706985=Bacteria-Actinobacteria-Actinobacteria-Propionibacteriales-Propionibacteriaceae-Propionimicrobium-Propionimicrobium_sp.

Olsenella_sp.|ORALTAXON809F0356~GCF_000233535.1@NZ_JH376563=Bacteria-Actinobacteria-Coriobacteriia-Coriobacteriales-Atopobiaceae-Olsenella-Olsenella_sp.

Mycobacterium_sp.|URHD0025~GCF_000426065.1@NZ_AUEQ01000011=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Mycobacteriaceae-Mycobacterium-Mycobacterium_sp.

Actinoalloteichus_sp.|GBA129-24~GCF_001941645.1@NZ_CP016077=Bacteria-Actinobacteria-Actinobacteria-Pseudonocardiales-Pseudonocardiaceae-Actinoalloteichus-Actinoalloteichus_sp.

Bifidobacterium_scardovii|JCM12489+DSM13734~GCF_001042635.1@NZ_AP012331=Bacteria-Actinobacteria-Actinobacteria-Bifidobacteriales-Bifidobacteriaceae-Bifidobacterium-Bifidobacterium_scardovii

Thermocrispum_agreste|DSM44070~GCF_000427905.1@NZ_ATYX01000008=Bacteria-Actinobacteria-Actinobacteria-Pseudonocardiales-Pseudonocardiaceae-Thermocrispum-Thermocrispum_agreste

Actinobacteria_bacterium_imcc26256~GCF_001023575.1@NZ_CP011489=Bacteria-Actinobacteria-Actinobacteria-unknown_order-unknown_family-unknown_genus-Actinobacteria_bacterium_imcc26256

Denitrobacterium_detoxificans~GCF_900110565.1@NZ_FOEC01000010=Bacteria-Actinobacteria-Coriobacteriia-Eggerthellales-Eggerthellaceae-Denitrobacterium-Denitrobacterium_detoxificans

Amycolatopsis_benzoatilytica|AK16/65~GCF_000383915.1@NZ_KB912942=Bacteria-Actinobacteria-Actinobacteria-Pseudonocardiales-Pseudonocardiaceae-Amycolatopsis-Amycolatopsis_benzoatilytica

Mycobacterium_marinum|M~GCF_000018345.1@NC_010612=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Mycobacteriaceae-Mycobacterium-Mycobacterium_marinum

Corynebacterium_kutscheri~GCF_000980835.1@NZ_CP011312=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Corynebacteriaceae-Corynebacterium-Corynebacterium_kutscheri

Lentzea_waywayandensis~GCF_900115955.1@NZ_FOYL01000004=Bacteria-Actinobacteria-Actinobacteria-Pseudonocardiales-Pseudonocardiaceae-Lentzea-Lentzea_waywayandensis

Gordonia_terrae~GCF_001698225.1@NZ_CP016594=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Gordoniaceae-Gordonia-Gordonia_terrae

Cryptobacterium_sp.|CAG338~GCA_000435475.1@FR896045=Bacteria-Actinobacteria-Coriobacteriia-Eggerthellales-Eggerthellaceae-Cryptobacterium-Cryptobacterium_sp.

Lentzea_kentuckyensis~GCF_002150765.1@NZ_MUYM01000078=Bacteria-Actinobacteria-Actinobacteria-Pseudonocardiales-Pseudonocardiaceae-Lentzea-Lentzea_kentuckyensis

Kribbella_flavida|DSM17836~GCF_000024345.1@NC_013729=Bacteria-Actinobacteria-Actinobacteria-Propionibacteriales-Nocardioidaceae-Kribbella-Kribbella_flavida

Janibacter_terrae~GCF_001889125.1@NZ_CP013290=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Intrasporangiaceae-Janibacter-Janibacter_terrae

Phycicoccus_sp.|SOIL803~GCF_001429685.1@NZ_LMST01000001=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Intrasporangiaceae-Phycicoccus-Phycicoccus_sp.

Microbacterium_paludicola~GCF_001887285.1@NZ_CP018134=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Microbacteriaceae-Microbacterium-Microbacterium_paludicola

Micromonospora_krabiensis~GCF_900091425.1@NZ_LT598496=Bacteria-Actinobacteria-Actinobacteria-Micromonosporales-Micromonosporaceae-Micromonospora-Micromonospora_krabiensis

Mycobacterium_intermedium~GCF_001722345.1@NZ_MIHB01000035=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Mycobacteriaceae-Mycobacterium-Mycobacterium_intermedium

Eggerthella_lenta|1_1_60AFAA~GCF_000763035.1@NZ_KN214092=Bacteria-Actinobacteria-Coriobacteriia-Eggerthellales-Eggerthellaceae-Eggerthella-Eggerthella_lenta

Friedmanniella_flava~GCF_900110855.1@NZ_FOFA01000001=Bacteria-Actinobacteria-Actinobacteria-Propionibacteriales-Nocardioidaceae-Friedmanniella-Friedmanniella_flava

Saccharothrix_sp.|CB00851~GCF_001905065.1@NZ_LWLC01000045=Bacteria-Actinobacteria-Actinobacteria-Pseudonocardiales-Pseudonocardiaceae-Saccharothrix-Saccharothrix_sp.

Tetrasphaera_elongata|LP2~GCF_000367525.1@NZ_HF570956=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Intrasporangiaceae-Tetrasphaera-Tetrasphaera_elongata

Frigoribacterium_sp.|LEAF164~GCF_001423665.1@NZ_LMOX01000003=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Microbacteriaceae-Frigoribacterium-Frigoribacterium_sp.

Agromyces_sp.|ROOT81~GCF_001429165.1@NZ_LMIR01000002=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Microbacteriaceae-Agromyces-Agromyces_sp.

Actinobacteria_bacterium_rbg_16_68_21~GCA_001767695.1@MELR01000010=Bacteria-Actinobacteria-unknown_class-unknown_order-unknown_family-unknown_genus-Actinobacteria_bacterium_rbg_16_68_21

Mycobacterium_phlei~GCF_001583415.1@NZ_CP014475=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Mycobacteriaceae-Mycobacterium-Mycobacterium_phlei

Streptosporangium_roseum~GCF_000725815.1@NZ_JOEP01000001=Bacteria-Actinobacteria-Actinobacteria-Streptosporangiales-Streptosporangiaceae-Streptosporangium-Streptosporangium_roseum

Streptomyces_pathocidini~GCF_001418495.1@NZ_LIQY01000250=Bacteria-Actinobacteria-Actinobacteria-Streptomycetales-Streptomycetaceae-Streptomyces-Streptomyces_pathocidini

Corynebacterium_camporealensis~GCF_000980815.1@NZ_CP011311=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Corynebacteriaceae-Corynebacterium-Corynebacterium_camporealensis

Mycobacterium_lepromatosis~GCF_000966355.1@NZ_JRPY01000122=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Mycobacteriaceae-Mycobacterium-Mycobacterium_lepromatosis

Rubrobacter_radiotolerans~GCF_000661895.1@NZ_CP007514=Bacteria-Actinobacteria-Rubrobacteria-Rubrobacterales-Rubrobacteraceae-Rubrobacter-Rubrobacter_radiotolerans

Catenulispora_acidiphila|DSM44928~GCF_000024025.1@NC_013131=Bacteria-Actinobacteria-Actinobacteria-Catenulisporales-Catenulisporaceae-Catenulispora-Catenulispora_acidiphila

Saccharomonospora_viridis~GCF_900115515.1@NZ_FOWS01000002=Bacteria-Actinobacteria-Actinobacteria-Pseudonocardiales-Pseudonocardiaceae-Saccharomonospora-Saccharomonospora_viridis

Microbacterium_gubbeenense|DSM15944~GCF_000422745.1@NZ_AUGQ01000010=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Microbacteriaceae-Microbacterium-Microbacterium_gubbeenense

Segniliparus_rugosus|ATCCBAA-974~GCF_000185725.2@NZ_KI391953=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Segniliparaceae-Segniliparus-Segniliparus_rugosus

Corynebacterium_spheniscorum~GCF_900113445.1@NZ_FOPJ01000014=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Corynebacteriaceae-Corynebacterium-Corynebacterium_spheniscorum

Bifidobacterium_longum_subsp._longum|GT15~GCF_000772485.1@NZ_CP006741=Bacteria-Actinobacteria-Actinobacteria-Bifidobacteriales-Bifidobacteriaceae-Bifidobacterium-Bifidobacterium_longum-Bifidobacterium_longum_subsp._longum

Streptomyces_atratus~GCF_000745675.1@NZ_KN050730=Bacteria-Actinobacteria-Actinobacteria-Streptomycetales-Streptomycetaceae-Streptomyces-Streptomyces_atratus

Actinobacterium_scgc_aaa044_d11~GCA_000485495.1@AXZA01000019=Bacteria-Actinobacteria-Actinobacteria-unknown_order-unknown_family-unknown_genus-Actinobacterium_scgc_aaa044_d11

Actinobacteria_bacterium_13_1_20cm_3_68_9~GCA_001920325.1@MNJO01000146=Bacteria-Actinobacteria-unknown_class-unknown_order-unknown_family-unknown_genus-Actinobacteria_bacterium_13_1_20cm_3_68_9

Mycobacterium_sp.|UNC267MFSHA11M11~GCF_900100615.1@NZ_FMUB01000007=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Mycobacteriaceae-Mycobacterium-Mycobacterium_sp.

Actinomyces_dentalis|DSM19115~GCF_000429225.1@NZ_KE386866=Bacteria-Actinobacteria-Actinobacteria-Actinomycetales-Actinomycetaceae-Actinomyces-Actinomyces_dentalis

Streptomyces_aidingensis~GCF_900112355.1@NZ_FOLM01000011=Bacteria-Actinobacteria-Actinobacteria-Streptomycetales-Streptomycetaceae-Streptomyces-Streptomyces_aidingensis

Rhodococcus_phenolicus~GCF_001646785.1@NZ_LRRH01000055=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Nocardiaceae-Rhodococcus-Rhodococcus_phenolicus

Dietzia_sp.|UCD-THP~GCF_000349585.1@NZ_AOSR01000002=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Dietziaceae-Dietzia-Dietzia_sp.

Streptomyces_niveus~GCF_001723055.1@NZ_MDCR01000036=Bacteria-Actinobacteria-Actinobacteria-Streptomycetales-Streptomycetaceae-Streptomyces-Streptomyces_niveus

Atopobium_minutum~GCF_001437015.1@NZ_JQBO01000003=Bacteria-Actinobacteria-Coriobacteriia-Coriobacteriales-Atopobiaceae-Atopobium-Atopobium_minutum

Plantactinospora_sp.|KBS50~GCF_002285795.1@NZ_CP022961=Bacteria-Actinobacteria-Actinobacteria-Micromonosporales-Micromonosporaceae-Plantactinospora-Plantactinospora_sp.

Mycobacterium_sp.|MS1601~GCF_001984215.1@NZ_CP019420=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Mycobacteriaceae-Mycobacterium-Mycobacterium_sp.

Conexibacter_woesei|DSM14684~GCF_000025265.1@NC_013739=Bacteria-Actinobacteria-Thermoleophilia-Solirubrobacterales-Conexibacteraceae-Conexibacter-Conexibacter_woesei

Corynebacterium_provencense~GCF_900049755.1@NZ_LT160593=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Corynebacteriaceae-Corynebacterium-Corynebacterium_provencense

Arthrobacter_sp.|LEAF234~GCF_001422665.1@NZ_LMLU01000001=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Micrococcaceae-Arthrobacter-Arthrobacter_sp.

Friedmanniella_luteola~GCF_900105065.1@NZ_LT629749=Bacteria-Actinobacteria-Actinobacteria-Propionibacteriales-Nocardioidaceae-Friedmanniella-Friedmanniella_luteola

Mycobacterium_tuberculosis~GCF_900121075.1@NZ_FPPM01000001=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Mycobacteriaceae-Mycobacterium-Mycobacterium_tuberculosis

Coriobacteriales_bacterium_dnf00809~GCF_001552935.1@NZ_KQ959675=Bacteria-Actinobacteria-Coriobacteriia-Coriobacteriales-unknown_family-unknown_genus-Coriobacteriales_bacterium_dnf00809

Actinopolyspora_mzabensis~GCF_900101095.1@NZ_FNFM01000002=Bacteria-Actinobacteria-Actinobacteria-Actinopolysporales-Actinopolysporaceae-Actinopolyspora-Actinopolyspora_mzabensis

Micrococcus_luteus|NCTC2665~GCF_000023205.1@NC_012803=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Micrococcaceae-Micrococcus-Micrococcus_luteus

Arthrobacter_sp.|QXT-31~GCF_001969265.1@NZ_CP019304=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Micrococcaceae-Arthrobacter-Arthrobacter_sp.

Solirubrobacterales_bacterium_70_9~GCA_001898095.1@MKSH01000111=Bacteria-Actinobacteria-Thermoleophilia-Solirubrobacterales-unknown_family-unknown_genus-Solirubrobacterales_bacterium_70_9

Pseudonocardia_acaciae|DSM45401~GCF_000620785.1@NZ_JIAI01000005=Bacteria-Actinobacteria-Actinobacteria-Pseudonocardiales-Pseudonocardiaceae-Pseudonocardia-Pseudonocardia_acaciae

Actinomyces_europaeus|ACS-120-V-COL10B~GCF_000411155.1@NZ_KE150266=Bacteria-Actinobacteria-Actinobacteria-Actinomycetales-Actinomycetaceae-Actinomyces-Actinomyces_europaeus

Sinomonas_sp.|R1AF57~GCA_002224485.1@CP022463=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Micrococcaceae-Sinomonas-Sinomonas_sp.

Lysinimicrobium_soli~GCF_000971195.1@NZ_BBLZ01000005=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Demequinaceae-Lysinimicrobium-Lysinimicrobium_soli

Pseudonocardia_sp.|73-21~GCA_001899645.1@MKVV01000081=Bacteria-Actinobacteria-Actinobacteria-Pseudonocardiales-Pseudonocardiaceae-Pseudonocardia-Pseudonocardia_sp.

Streptomyces_atriruber~GCF_001418325.1@NZ_LIPN01000128=Bacteria-Actinobacteria-Actinobacteria-Streptomycetales-Streptomycetaceae-Streptomyces-Streptomyces_atriruber

Streptomyces_noursei|ATCC11455~GCF_001704275.1@NZ_CP011533=Bacteria-Actinobacteria-Actinobacteria-Streptomycetales-Streptomycetaceae-Streptomyces-Streptomyces_noursei

Rhodococcus_kroppenstedtii~GCF_001646725.1@NZ_LPZO01000038=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Nocardiaceae-Rhodococcus-Rhodococcus_kroppenstedtii

Streptomyces_sp.|SBT349~GCF_001083795.1@NZ_LAVK01000160=Bacteria-Actinobacteria-Actinobacteria-Streptomycetales-Streptomycetaceae-Streptomyces-Streptomyces_sp.

Propionicicella_superfundia|DSM22317~GCF_000423465.1@NZ_AUIA01000012=Bacteria-Actinobacteria-Actinobacteria-Propionibacteriales-Nocardioidaceae-Propionicicella-Propionicicella_superfundia

Sanguibacter_marinus~GCF_900113055.1@NZ_FONZ01000005=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Sanguibacteraceae-Sanguibacter-Sanguibacter_marinus

Mycobacterium_flavescens~GCF_001722335.1@NZ_MIHA01000009=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Mycobacteriaceae-Mycobacterium-Mycobacterium_flavescens

Frankia_sp.|G2~GCF_001536285.1@NZ_FAOZ01000011=Bacteria-Actinobacteria-Actinobacteria-Frankiales-Frankiaceae-Frankia-Frankia_sp.

Tsukamurella_paurometabola|DSM20162~GCF_000092225.1@NC_014158=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Tsukamurellaceae-Tsukamurella-Tsukamurella_paurometabola

Actinobacteria_bacterium_13_2_20cm_68_14~GCA_001914705.1@MNDB01000040=Bacteria-Actinobacteria-unknown_class-unknown_order-unknown_family-unknown_genus-Actinobacteria_bacterium_13_2_20cm_68_14

Gordonia_sp.|QH-11~GCF_001305675.1@NZ_CP011853=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Gordoniaceae-Gordonia-Gordonia_sp.

Streptomyces_pristinaespiralis|ATCC25486~GCF_000154945.1@NZ_CM000950=Bacteria-Actinobacteria-Actinobacteria-Streptomycetales-Streptomycetaceae-Streptomyces-Streptomyces_pristinaespiralis

Paenarthrobacter_nicotinovorans~GCF_001662445.1@NZ_BDDW01000004=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Micrococcaceae-Paenarthrobacter-Paenarthrobacter_nicotinovorans

Mycobacterium_paraffinicum~GCF_001907675.1@NZ_MPNT01000016=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Mycobacteriaceae-Mycobacterium-Mycobacterium_paraffinicum

Parascardovia_denticolens|DSM10105+JCM12538~GCF_001042675.1@NZ_AP012333=Bacteria-Actinobacteria-Actinobacteria-Bifidobacteriales-Bifidobacteriaceae-Parascardovia-Parascardovia_denticolens

Cutibacterium_granulosum~GCF_900186975.1@NZ_LT906441=Bacteria-Actinobacteria-Actinobacteria-Propionibacteriales-Propionibacteriaceae-Cutibacterium-Cutibacterium_granulosum

Nocardioides_psychrotolerans~GCF_900113685.1@NZ_FOQG01000006=Bacteria-Actinobacteria-Actinobacteria-Propionibacteriales-Nocardioidaceae-Nocardioides-Nocardioides_psychrotolerans

Nonomuraea_candida~GCF_000725485.1@NZ_JOAG01000004=Bacteria-Actinobacteria-Actinobacteria-Streptosporangiales-Streptosporangiaceae-Nonomuraea-Nonomuraea_candida

Enorma_massiliensis|PHI~GCF_000311845.1@NZ_HE978575=Bacteria-Actinobacteria-Coriobacteriia-Coriobacteriales-Coriobacteriaceae-Enorma-Enorma_massiliensis

Geodermatophilaceae_bacterium_urha0031~GCF_000620205.1@NZ_JHVP01000013=Bacteria-Actinobacteria-Actinobacteria-Geodermatophilales-Geodermatophilaceae-unknown_genus-Geodermatophilaceae_bacterium_urha0031

Propionibacterium_sp.|ORALTAXON193~GCF_001717565.1@NZ_CP017040=Bacteria-Actinobacteria-Actinobacteria-Propionibacteriales-Propionibacteriaceae-Propionibacterium-Propionibacterium_sp.

Xiangella_phaseoli~GCF_900109115.1@NZ_FNYV01000007=Bacteria-Actinobacteria-Actinobacteria-Micromonosporales-Micromonosporaceae-Xiangella-Xiangella_phaseoli

Demequina_sp.|NBRC110056~GCF_002090155.1@NZ_BBRM01000007=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Demequinaceae-Demequina-Demequina_sp.

Alloactinosynnema_sp.|L-07~GCF_900070365.1@NZ_LN850107=Bacteria-Actinobacteria-Actinobacteria-Pseudonocardiales-Pseudonocardiaceae-Alloactinosynnema-Alloactinosynnema_sp.

Thermomonospora_curvata|DSM43183~GCF_000024385.1@NC_013510=Bacteria-Actinobacteria-Actinobacteria-Streptosporangiales-Thermomonosporaceae-Thermomonospora-Thermomonospora_curvata

Frankia_sp.|CN3~GCF_000235425.2@NZ_KI912266=Bacteria-Actinobacteria-Actinobacteria-Frankiales-Frankiaceae-Frankia-Frankia_sp.

Corynebacterium_vitaeruminis|GA6A13~GCF_000702185.1@NZ_JNKV01000019=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Corynebacteriaceae-Corynebacterium-Corynebacterium_vitaeruminis

Cryobacterium_levicorallinum~GCF_900113585.1@NZ_FOPW01000001=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Microbacteriaceae-Cryobacterium-Cryobacterium_levicorallinum

Micrococcales_bacterium_32_70_13~GCA_002280615.1@NCEJ01000038=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-unknown_family-unknown_genus-Micrococcales_bacterium_32_70_13

Actinobacteria_bacterium_rbg_19ft_combo_70_19~GCA_001768715.1@MELV01000047=Bacteria-Actinobacteria-unknown_class-unknown_order-unknown_family-unknown_genus-Actinobacteria_bacterium_rbg_19ft_combo_70_19

Streptomyces_indicus~GCF_900100315.1@NZ_FNFF01000012=Bacteria-Actinobacteria-Actinobacteria-Streptomycetales-Streptomycetaceae-Streptomyces-Streptomyces_indicus

Herbidospora_mongoliensis~GCF_001570545.1@NZ_BBXD01000029=Bacteria-Actinobacteria-Actinobacteria-Streptosporangiales-Streptosporangiaceae-Herbidospora-Herbidospora_mongoliensis

Aeromicrobium_sp.|LEAF272~GCF_001422865.1@NZ_LMMY01000009=Bacteria-Actinobacteria-Actinobacteria-Propionibacteriales-Nocardioidaceae-Aeromicrobium-Aeromicrobium_sp.

Cellulomonas_sp.|URHD0024~GCF_000426185.1@NZ_KE384506=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Cellulomonadaceae-Cellulomonas-Cellulomonas_sp.

Saccharomonospora_azurea|NA-128~GCF_000231055.2@NZ_CM001466=Bacteria-Actinobacteria-Actinobacteria-Pseudonocardiales-Pseudonocardiaceae-Saccharomonospora-Saccharomonospora_azurea

Pseudonocardia_sp.|HH130630-07~GCF_001698125.1@NZ_CP013854=Bacteria-Actinobacteria-Actinobacteria-Pseudonocardiales-Pseudonocardiaceae-Pseudonocardia-Pseudonocardia_sp.

Streptomyces_lushanensis~GCF_001700515.1@NZ_MAUD01000120=Bacteria-Actinobacteria-Actinobacteria-Streptomycetales-Streptomycetaceae-Streptomyces-Streptomyces_lushanensis

Arthrobacter_enclensis~GCF_900094675.1@NZ_FMAZ01000008=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Micrococcaceae-Arthrobacter-Arthrobacter_enclensis

Curtobacterium_pusillum~GCF_002025645.1@NZ_CP018783=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Microbacteriaceae-Curtobacterium-Curtobacterium_pusillum

Nocardiopsis_dassonvillei_subsp._dassonvillei|DSM43111~GCF_000092985.1@NC_014210=Bacteria-Actinobacteria-Actinobacteria-Streptosporangiales-Nocardiopsaceae-Nocardiopsis-Nocardiopsis_dassonvillei-Nocardiopsis_dassonvillei_subsp._dassonvillei

Tessaracoccus_flavescens~GCF_001998865.1@NZ_CP019607=Bacteria-Actinobacteria-Actinobacteria-Propionibacteriales-Propionibacteriaceae-Tessaracoccus-Tessaracoccus_flavescens

Leifsonia_xyli~GCF_001063195.1@NZ_JVKI01000007=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Microbacteriaceae-Leifsonia-Leifsonia_xyli

Microbacterium_sp.|C448~GCF_000582705.1@NZ_HG779584=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Microbacteriaceae-Microbacterium-Microbacterium_sp.

Mycobacterium_sp.|141~GCF_000382405.1@NZ_KB908279=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Mycobacteriaceae-Mycobacterium-Mycobacterium_sp.

Flaviflexus_massiliensis~GCF_001375495.1@NZ_LN831058=Bacteria-Actinobacteria-Actinobacteria-Actinomycetales-Actinomycetaceae-Flaviflexus-Flaviflexus_massiliensis

Rhodococcus_kyotonensis~GCF_001645385.1@NZ_LVHI01000038=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Nocardiaceae-Rhodococcus-Rhodococcus_kyotonensis

Streptomyces_sp.|CB03911~GCF_001905045.1@NZ_LWLA01000049=Bacteria-Actinobacteria-Actinobacteria-Streptomycetales-Streptomycetaceae-Streptomyces-Streptomyces_sp.

Tessaracoccus_sp.|T25-30~GCF_002022225.1@NZ_CP019229=Bacteria-Actinobacteria-Actinobacteria-Propionibacteriales-Propionibacteriaceae-Tessaracoccus-Tessaracoccus_sp.

Saccharomonospora_sp.|LRS4154~GCF_002077655.1@NZ_MWIH01000006=Bacteria-Actinobacteria-Actinobacteria-Pseudonocardiales-Pseudonocardiaceae-Saccharomonospora-Saccharomonospora_sp.

Corynebacterium_callunae|DSM20147~GCF_000344785.1@NC_020506=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Corynebacteriaceae-Corynebacterium-Corynebacterium_callunae

Actinokineospora_enzanensis|DSM44649~GCF_000374445.1@NZ_KB894421=Bacteria-Actinobacteria-Actinobacteria-Pseudonocardiales-Pseudonocardiaceae-Actinokineospora-Actinokineospora_enzanensis

Collinsella_bouchesdurhonensis~GCF_900155365.1@NZ_LT699742=Bacteria-Actinobacteria-Coriobacteriia-Coriobacteriales-Coriobacteriaceae-Collinsella-Collinsella_bouchesdurhonensis

Streptomyces_sp.|NRRLWC-3704~GCA_000722415.1@KL592575=Bacteria-Actinobacteria-Actinobacteria-Streptomycetales-Streptomycetaceae-Streptomyces-Streptomyces_sp.

Collinsella_sp.|4_8_47FAA~GCF_000763055.1@NZ_KN214134=Bacteria-Actinobacteria-Coriobacteriia-Coriobacteriales-Coriobacteriaceae-Collinsella-Collinsella_sp.

Corynebacterium_phocae~GCF_001941565.1@NZ_CP009249=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Corynebacteriaceae-Corynebacterium-Corynebacterium_phocae

Propionibacterium_cyclohexanicum~GCF_900111365.1@NZ_FOGZ01000026=Bacteria-Actinobacteria-Actinobacteria-Propionibacteriales-Propionibacteriaceae-Propionibacterium-Propionibacterium_cyclohexanicum

Streptomyces_flavidovirens|DSM40150~GCF_000429085.1@NZ_AUBE01000001=Bacteria-Actinobacteria-Actinobacteria-Streptomycetales-Streptomycetaceae-Streptomyces-Streptomyces_flavidovirens

Streptomyces_murinus~GCF_002154555.1@NZ_MUNF01000100=Bacteria-Actinobacteria-Actinobacteria-Streptomycetales-Streptomycetaceae-Streptomyces-Streptomyces_murinus

Prauserella_marina~GCF_900102755.1@NZ_FMZE01000006=Bacteria-Actinobacteria-Actinobacteria-Pseudonocardiales-Pseudonocardiaceae-Prauserella-Prauserella_marina

Actinomyces_glycerinitolerans~GCF_900098745.1@NZ_FQTT01000015=Bacteria-Actinobacteria-Actinobacteria-Actinomycetales-Actinomycetaceae-Actinomyces-Actinomyces_glycerinitolerans

Cellulomonas_sp.|14-74-6~GCA_002279095.1@NCKG01000050=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Cellulomonadaceae-Cellulomonas-Cellulomonas_sp.

Marine_actinobacterium_phsc20c1~GCF_000153145.1@NZ_CH672415=Bacteria-Actinobacteria-Actinobacteria-unknown_order-unknown_family-unknown_genus-Marine_actinobacterium_phsc20c1

Propionibacterium_freudenreichii~GCF_001369075.1@NZ_CDAG01000024=Bacteria-Actinobacteria-Actinobacteria-Propionibacteriales-Propionibacteriaceae-Propionibacterium-Propionibacterium_freudenreichii

Arthrobacter_sp.|ERGS101~GCF_001281315.1@NZ_CP012479=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Micrococcaceae-Arthrobacter-Arthrobacter_sp.

Nesterenkonia_massiliensis~GCF_000455245.1@NZ_HG005169=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Micrococcaceae-Nesterenkonia-Nesterenkonia_massiliensis

Leifsonia_aquatica|ATCC14665~GCF_000469485.1@NZ_KI272295=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Microbacteriaceae-Leifsonia-Leifsonia_aquatica

Arthrobacter_sp.|HIYO8~GCA_001549895.1@AP014719=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Micrococcaceae-Arthrobacter-Arthrobacter_sp.

Corynebacterium_aquilae|DSM44791~GCF_001941445.1@NZ_CP009245=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Corynebacteriaceae-Corynebacterium-Corynebacterium_aquilae

Pseudopropionibacterium_propionicum|F0230A~GCF_000277715.1@NC_018142=Bacteria-Actinobacteria-Actinobacteria-Propionibacteriales-Propionibacteriaceae-Pseudopropionibacterium-Pseudopropionibacterium_propionicum

Saccharomonospora_saliphila|YIM90502~GCF_000383795.1@NZ_KB912624=Bacteria-Actinobacteria-Actinobacteria-Pseudonocardiales-Pseudonocardiaceae-Saccharomonospora-Saccharomonospora_saliphila

Pseudonocardia_oroxyli~GCF_900102195.1@NZ_FNBE01000005=Bacteria-Actinobacteria-Actinobacteria-Pseudonocardiales-Pseudonocardiaceae-Pseudonocardia-Pseudonocardia_oroxyli

Mycetocola_miduiensis~GCF_900115155.1@NZ_FOVM01000006=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Microbacteriaceae-Mycetocola-Mycetocola_miduiensis

Renibacterium_salmoninarum|ATCC33209~GCF_000018885.1@NC_010168=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Micrococcaceae-Renibacterium-Renibacterium_salmoninarum

Microterricola_viridarii~GCF_900104895.1@NZ_LT629742=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Microbacteriaceae-Microterricola-Microterricola_viridarii

Gardnerella_vaginalis|JCP8481A~GCF_000414465.1@NZ_KE346810=Bacteria-Actinobacteria-Actinobacteria-Bifidobacteriales-Bifidobacteriaceae-Gardnerella-Gardnerella_vaginalis

Libanicoccus_massiliensis~GCF_900143685.1@NZ_LT671675=Bacteria-Actinobacteria-Coriobacteriia-Coriobacteriales-Atopobiaceae-Libanicoccus-Libanicoccus_massiliensis

Kocuria_kristinae~GCF_001866115.1@NZ_MODZ01000005=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Micrococcaceae-Kocuria-Kocuria_kristinae

Alloscardovia_omnicolens~GCF_001056905.1@NZ_JVFQ01000011=Bacteria-Actinobacteria-Actinobacteria-Bifidobacteriales-Bifidobacteriaceae-Alloscardovia-Alloscardovia_omnicolens

Corynebacterium_deserti|GIMN1010~GCF_001277995.1@NZ_CP009220=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Corynebacteriaceae-Corynebacterium-Corynebacterium_deserti

Longispora_albida|DSM44784~GCF_000379825.1@NZ_KB903815=Bacteria-Actinobacteria-Actinobacteria-Micromonosporales-Micromonosporaceae-Longispora-Longispora_albida

Streptomyces_sp.|NRRLS-1777~GCA_000722215.1@KL589982=Bacteria-Actinobacteria-Actinobacteria-Streptomycetales-Streptomycetaceae-Streptomyces-Streptomyces_sp.

Rathayibacter_toxicus~GCF_000875675.1@NZ_CP010848=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Microbacteriaceae-Rathayibacter-Rathayibacter_toxicus

Microbacterium_luticocti|DSM19459~GCF_000422405.1@NZ_AULS01000018=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Microbacteriaceae-Microbacterium-Microbacterium_luticocti

Rubrobacter_xylanophilus|DSM9941~GCF_000014185.1@NC_008148=Bacteria-Actinobacteria-Rubrobacteria-Rubrobacterales-Rubrobacteraceae-Rubrobacter-Rubrobacter_xylanophilus

Mycobacterium_talmoniae~GCF_001854525.1@NZ_MLQM01000078=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Mycobacteriaceae-Mycobacterium-Mycobacterium_talmoniae

Aeromicrobium_choanae~GCF_900167475.1@NZ_LT796768=Bacteria-Actinobacteria-Actinobacteria-Propionibacteriales-Nocardioidaceae-Aeromicrobium-Aeromicrobium_choanae

Mycobacterium_gilvum|PYR-GCK~GCF_000016365.1@NC_009338=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Mycobacteriaceae-Mycobacterium-Mycobacterium_gilvum

__propionibacterium___namnetense~GCF_001642025.1@NZ_LWHO01000013=Bacteria-Actinobacteria-Actinobacteria-Propionibacteriales-Propionibacteriaceae-Cutibacterium-__propionibacterium___namnetense

Marmoricola_sp.|LEAF446~GCF_001424755.1@NZ_LMRF01000002=Bacteria-Actinobacteria-Actinobacteria-Propionibacteriales-Nocardioidaceae-Marmoricola-Marmoricola_sp.

Coriobacteriaceae_bacterium_68_1_3~GCF_000814825.1@NZ_CP009302=Bacteria-Actinobacteria-Coriobacteriia-Coriobacteriales-Coriobacteriaceae-unknown_genus-Coriobacteriaceae_bacterium_68_1_3

Streptomyces_minutiscleroticus~GCA_001700545.1@MAZZ01000001=Bacteria-Actinobacteria-Actinobacteria-Streptomycetales-Streptomycetaceae-Streptomyces-Streptomyces_minutiscleroticus

Rhodococcus_sp.|UNC363MFTSU51~GCF_000686785.1@NZ_JMLO01000022=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Nocardiaceae-Rhodococcus-Rhodococcus_sp.

Corynebacterium_singulare~GCF_000833575.1@NZ_CP010827=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Corynebacteriaceae-Corynebacterium-Corynebacterium_singulare

Mycobacterium_gordonae~GCF_001722405.1@NZ_MIHG01000149=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Mycobacteriaceae-Mycobacterium-Mycobacterium_gordonae

Adlercreutzia_equolifaciens|DSM19450~GCF_000478885.1@NC_022567=Bacteria-Actinobacteria-Coriobacteriia-Eggerthellales-Eggerthellaceae-Adlercreutzia-Adlercreutzia_equolifaciens

Actinomyces_nasicola~GCF_001907295.1@NZ_MQVR01000029=Bacteria-Actinobacteria-Actinobacteria-Actinomycetales-Actinomycetaceae-Actinomyces-Actinomyces_nasicola

Amycolatopsis_pretoriensis~GCF_002156025.1@NZ_MUMK01000101=Bacteria-Actinobacteria-Actinobacteria-Pseudonocardiales-Pseudonocardiaceae-Amycolatopsis-Amycolatopsis_pretoriensis

Actinoplanes_regularis~GCF_900188005.1@NZ_FZNR01000008=Bacteria-Actinobacteria-Actinobacteria-Micromonosporales-Micromonosporaceae-Actinoplanes-Actinoplanes_regularis

Corynebacterium_falsenii|DSM44353~GCF_000525655.1@NZ_CP007156=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Corynebacteriaceae-Corynebacterium-Corynebacterium_falsenii

Corynebacterium_lipophiloflavum|DSM44291~GCF_000159635.1@NZ_GG667200=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Corynebacteriaceae-Corynebacterium-Corynebacterium_lipophiloflavum

Mycobacterium_diernhoferi~GCF_001907655.1@NZ_MPNS01000014=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Mycobacteriaceae-Mycobacterium-Mycobacterium_diernhoferi

Nocardioides_dokdonensis|FR1436~GCF_001653335.1@NZ_CP015079=Bacteria-Actinobacteria-Actinobacteria-Propionibacteriales-Nocardioidaceae-Nocardioides-Nocardioides_dokdonensis

Corynebacterium_doosanense|CAU212+DSM45436~GCF_000767055.1@NZ_CP006764=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Corynebacteriaceae-Corynebacterium-Corynebacterium_doosanense

Streptomyces_reticuliscabiei~GCF_002154675.1@NZ_MUNI01000359=Bacteria-Actinobacteria-Actinobacteria-Streptomycetales-Streptomycetaceae-Streptomyces-Streptomyces_reticuliscabiei

Varibaculum_cambriense|DORA_20~GCA_000508625.1@AZMI01000002=Bacteria-Actinobacteria-Actinobacteria-Actinomycetales-Actinomycetaceae-Varibaculum-Varibaculum_cambriense

Demequina_aestuarii~GCF_000975095.1@NZ_BBRD01000002=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Demequinaceae-Demequina-Demequina_aestuarii

Nakamurella_lactea|DSM19367~GCF_000426645.1@NZ_AUFT01000008=Bacteria-Actinobacteria-Actinobacteria-Nakamurellales-Nakamurellaceae-Nakamurella-Nakamurella_lactea

Luteipulveratus_mongoliensis~GCF_001190945.1@NZ_CP011112=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Dermacoccaceae-Luteipulveratus-Luteipulveratus_mongoliensis

Arcanobacterium_haemolyticum|DSM20595~GCF_000092365.1@NC_014218=Bacteria-Actinobacteria-Actinobacteria-Actinomycetales-Actinomycetaceae-Arcanobacterium-Arcanobacterium_haemolyticum

Brevibacterium_linens~GCF_001606005.1@NZ_CP014869=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Brevibacteriaceae-Brevibacterium-Brevibacterium_linens

Gordonia_bronchialis|DSM43247~GCF_000024785.1@NC_013441=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Gordoniaceae-Gordonia-Gordonia_bronchialis

Mycobacterium_yongonense~GCF_002148175.1@NZ_CP015964=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Mycobacteriaceae-Mycobacterium-Mycobacterium_yongonense

Actinomyces_marimammalium~GCF_001936115.1@NZ_MPDM01000001=Bacteria-Actinobacteria-Actinobacteria-Actinomycetales-Actinomycetaceae-Actinomyces-Actinomyces_marimammalium

Microbacterium_foliorum~GCF_002024885.1@NZ_CP019892=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Microbacteriaceae-Microbacterium-Microbacterium_foliorum

Rhodoluna_lacicola~GCF_000699505.1@NZ_CP007490=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Microbacteriaceae-Rhodoluna-Rhodoluna_lacicola

Conexibacter_woesei|ISO977N~GCF_000424625.1@NZ_AUKG01000001=Bacteria-Actinobacteria-Thermoleophilia-Solirubrobacterales-Conexibacteraceae-Conexibacter-Conexibacter_woesei

Nocardiopsis_sp.|CNR-923~GCF_001942255.1@NZ_MKKC01000070=Bacteria-Actinobacteria-Actinobacteria-Streptosporangiales-Nocardiopsaceae-Nocardiopsis-Nocardiopsis_sp.

Corynebacterium_aurimucosum|ATCC700975~GCF_000022905.1@NC_012590=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Corynebacteriaceae-Corynebacterium-Corynebacterium_aurimucosum

Slackia_exigua|ATCC700122~GCF_000162875.1@NZ_GG700630=Bacteria-Actinobacteria-Coriobacteriia-Eggerthellales-Eggerthellaceae-Slackia-Slackia_exigua

Mycobacterium_dioxanotrophicus~GCF_002157835.1@NZ_CP020809=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Mycobacteriaceae-Mycobacterium-Mycobacterium_dioxanotrophicus

Streptomyces_alni__..GCF_900112845.1

Blastococcus_sp.|DSM46838~GCF_900112815.1@NZ_FOND01000008=Bacteria-Actinobacteria-Actinobacteria-Geodermatophilales-Geodermatophilaceae-Blastococcus-Blastococcus_sp.

Arthrobacter_sp.|SOIL782~GCF_001428435.1@NZ_LMSO01000001=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Micrococcaceae-Arthrobacter-Arthrobacter_sp.

Pseudonocardia_sp.|EC080625-04~GCF_001294425.1@NZ_CP010989=Bacteria-Actinobacteria-Actinobacteria-Pseudonocardiales-Pseudonocardiaceae-Pseudonocardia-Pseudonocardia_sp.

Microbacterium_aurum~GCF_001974985.1@NZ_CP018762=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Microbacteriaceae-Microbacterium-Microbacterium_aurum

Slackia_piriformis|YIT12062~GCF_000296445.1@NZ_JH815199=Bacteria-Actinobacteria-Coriobacteriia-Eggerthellales-Eggerthellaceae-Slackia-Slackia_piriformis

Geodermatophilaceae_bacterium_urhb0062~GCF_000620185.1@NZ_KK211086=Bacteria-Actinobacteria-Actinobacteria-Geodermatophilales-Geodermatophilaceae-unknown_genus-Geodermatophilaceae_bacterium_urhb0062

Streptacidiphilus_albus~GCF_000787755.1@NZ_BBPL01000039=Bacteria-Actinobacteria-Actinobacteria-Streptomycetales-Streptomycetaceae-Streptacidiphilus-Streptacidiphilus_albus

Actinomadura_madurae~GCF_900115095.1@NZ_FOVH01000021=Bacteria-Actinobacteria-Actinobacteria-Streptosporangiales-Thermomonosporaceae-Actinomadura-Actinomadura_madurae

Brachybacterium_sp.|HMSC06H03~GCF_001807385.1@NZ_KV788851=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Dermabacteraceae-Brachybacterium-Brachybacterium_sp.

Arthrobacter_sp.|LEAF141~GCF_001424565.1@NZ_LMOL01000016=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Micrococcaceae-Arthrobacter-Arthrobacter_sp.

Bifidobacterium_actinocoloniiforme|DSM22766~GCF_001263395.1@NZ_CP011786=Bacteria-Actinobacteria-Actinobacteria-Bifidobacteriales-Bifidobacteriaceae-Bifidobacterium-Bifidobacterium_actinocoloniiforme

Arthrobacter_sp.|BR18~GCF_000520555.1@NZ_KI914899=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Micrococcaceae-Arthrobacter-Arthrobacter_sp.

Microbacterium_sp.|69-10~GCA_001897945.1@MKRT01000030=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Microbacteriaceae-Microbacterium-Microbacterium_sp.

Amycolatopsis_taiwanensis|DSM45107~GCF_000519205.1@NZ_JAFB01000005=Bacteria-Actinobacteria-Actinobacteria-Pseudonocardiales-Pseudonocardiaceae-Amycolatopsis-Amycolatopsis_taiwanensis

Pseudarthrobacter_sulfonivorans~GCF_001484605.1@NZ_CP013747=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Micrococcaceae-Pseudarthrobacter-Pseudarthrobacter_sulfonivorans

Corynebacterium_matruchotii|ATCC33806~GCF_000158635.1@NZ_EQ973328=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Corynebacteriaceae-Corynebacterium-Corynebacterium_matruchotii

Nocardioides_alpinus~GCF_900112035.1@NZ_FOKC01000007=Bacteria-Actinobacteria-Actinobacteria-Propionibacteriales-Nocardioidaceae-Nocardioides-Nocardioides_alpinus

Intrasporangium_calvum|DSM43043~GCF_000184685.1@NC_014830=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Intrasporangiaceae-Intrasporangium-Intrasporangium_calvum

Mycobacterium_sp.|AB57~GCF_900157375.1@NZ_LT721901=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Mycobacteriaceae-Mycobacterium-Mycobacterium_sp.

Streptomyces_resistomycificus~GCF_001514265.1@NZ_KQ948991=Bacteria-Actinobacteria-Actinobacteria-Streptomycetales-Streptomycetaceae-Streptomyces-Streptomyces_resistomycificus

Pseudoclavibacter_faecalis~GCF_000381765.1@NZ_KB907075=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Microbacteriaceae-Pseudoclavibacter-Pseudoclavibacter_faecalis

Streptomyces_thermoautotrophicus~GCF_001543925.1@NZ_LAXD01000001=Bacteria-Actinobacteria-Actinobacteria-Streptomycetales-Streptomycetaceae-Streptomyces-Streptomyces_thermoautotrophicus

Pseudonocardia_dioxanivorans|CB1190~GCF_000196675.1@NC_015312=Bacteria-Actinobacteria-Actinobacteria-Pseudonocardiales-Pseudonocardiaceae-Pseudonocardia-Pseudonocardia_dioxanivorans

Demequina_sp.|NBRC110055~GCF_002090135.1@NZ_BBRL01000004=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Demequinaceae-Demequina-Demequina_sp.

Nocardia_brasiliensis~GCF_002209125.1@NZ_CP022088=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Nocardiaceae-Nocardia-Nocardia_brasiliensis

Actinobacteria_bacterium_cg2_30_50_142~GCA_001871795.1@MNXI01000124=Bacteria-Actinobacteria-unknown_class-unknown_order-unknown_family-unknown_genus-Actinobacteria_bacterium_cg2_30_50_142

Saccharothrix_espanaensis|DSM44229~GCF_000328705.1@NC_019673=Bacteria-Actinobacteria-Actinobacteria-Pseudonocardiales-Pseudonocardiaceae-Saccharothrix-Saccharothrix_espanaensis

Kineococcus_radiotolerans|SRS30216+ATCCBAA-149~GCF_000017305.1@NC_009664=Bacteria-Actinobacteria-Actinobacteria-Kineosporiales-Kineosporiaceae-Kineococcus-Kineococcus_radiotolerans

Streptomyces_pluripotens~GCF_000816465.3@NZ_CP022433=Bacteria-Actinobacteria-Actinobacteria-Streptomycetales-Streptomycetaceae-Streptomyces-Streptomyces_pluripotens

Mobiluncus_curtisii|ATCC51333~GCF_000185425.1@NZ_GL622340=Bacteria-Actinobacteria-Actinobacteria-Actinomycetales-Actinomycetaceae-Mobiluncus-Mobiluncus_curtisii

Marine_actinobacterium_medacidi_g1~GCA_000817085.1@JUEM01000003=Bacteria-Actinobacteria-Actinobacteria-unknown_order-unknown_family-unknown_genus-Marine_actinobacterium_medacidi_g1

Mycobacterium_vaccae|ATCC25954~GCF_000295825.1@NZ_JH814693=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Mycobacteriaceae-Mycobacterium-Mycobacterium_vaccae

Streptomyces_sp.|TP-A0875~GCF_001293595.1@NZ_BBZE01000006=Bacteria-Actinobacteria-Actinobacteria-Streptomycetales-Streptomycetaceae-Streptomyces-Streptomyces_sp.

Aeromicrobium_marinum|DSM15272~GCF_000160775.2@NZ_CM001024=Bacteria-Actinobacteria-Actinobacteria-Propionibacteriales-Nocardioidaceae-Aeromicrobium-Aeromicrobium_marinum

Catelliglobosispora_koreensis|DSM44566~GCF_000379685.1@NZ_KB903261=Bacteria-Actinobacteria-Actinobacteria-Micromonosporales-Micromonosporaceae-Catelliglobosispora-Catelliglobosispora_koreensis

Mycobacterium_heraklionense~GCF_001021505.1@NZ_LDPO01000007=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Mycobacteriaceae-Mycobacterium-Mycobacterium_heraklionense

Actinobaculum_sp.|ORALTAXON183F0552~GCF_000466165.1@NZ_KE951405=Bacteria-Actinobacteria-Actinobacteria-Actinomycetales-Actinomycetaceae-Actinobaculum-Actinobaculum_sp.

Nocardia_nova|SH22A~GCF_000523235.1@NZ_CP006850=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Nocardiaceae-Nocardia-Nocardia_nova

Demequina_globuliformis~GCF_000975155.1@NZ_BBRG01000001=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Demequinaceae-Demequina-Demequina_globuliformis

Bifidobacterium_angulatum|DSM20098+JCM7096~GCF_000156635.1@NZ_GG663535=Bacteria-Actinobacteria-Actinobacteria-Bifidobacteriales-Bifidobacteriaceae-Bifidobacterium-Bifidobacterium_angulatum

Solirubrobacter_soli|DSM22325~GCF_000423665.1@NZ_AUIK01000023=Bacteria-Actinobacteria-Thermoleophilia-Solirubrobacterales-Solirubrobacteraceae-Solirubrobacter-Solirubrobacter_soli

Agrococcus_baldri~GCF_900114805.1@NZ_FOZN01000002=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Microbacteriaceae-Agrococcus-Agrococcus_baldri

Gordonia_shandongensis|DSM45094~GCF_000423025.1@NZ_AUHE01000003=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Gordoniaceae-Gordonia-Gordonia_shandongensis

Corynebacterium_glaucum~GCF_002287505.1@NZ_CP019688=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Corynebacteriaceae-Corynebacterium-Corynebacterium_glaucum

Dermatophilus_congolensis|DSM44180+NBRC105199~GCF_000429885.1@NZ_AUCS01000004=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Dermatophilaceae-Dermatophilus-Dermatophilus_congolensis

Olsenella_sp.|ORALTAXON807~GCF_001189515.2@NZ_CP012069=Bacteria-Actinobacteria-Coriobacteriia-Coriobacteriales-Atopobiaceae-Olsenella-Olsenella_sp.

Isoptericola_dokdonensis|DS-3~GCF_001636295.1@NZ_CP014209=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Promicromonosporaceae-Isoptericola-Isoptericola_dokdonensis

Streptomyces_stelliscabiei~GCF_001008135.1@NZ_LBNW01000038=Bacteria-Actinobacteria-Actinobacteria-Streptomycetales-Streptomycetaceae-Streptomyces-Streptomyces_stelliscabiei

Varibaculum_cambriense~GCF_001553285.1@NZ_KQ960683=Bacteria-Actinobacteria-Actinobacteria-Actinomycetales-Actinomycetaceae-Varibaculum-Varibaculum_cambriense

Pseudonocardia_asaccharolytica|DSM44247+NBRC16224~GCF_000423625.1@NZ_AUII01000002=Bacteria-Actinobacteria-Actinobacteria-Pseudonocardiales-Pseudonocardiaceae-Pseudonocardia-Pseudonocardia_asaccharolytica

Corynebacterium_sphenisci|DSM44792~GCF_001941505.1@NZ_CP009248=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Corynebacteriaceae-Corynebacterium-Corynebacterium_sphenisci

Actinobacteria_bacterium_rbg_13_55_18~GCA_001768645.1@MELK01000016=Bacteria-Actinobacteria-unknown_class-unknown_order-unknown_family-unknown_genus-Actinobacteria_bacterium_rbg_13_55_18

Arcanobacterium_phocae~GCF_900105865.1@NZ_LT629804=Bacteria-Actinobacteria-Actinobacteria-Actinomycetales-Actinomycetaceae-Arcanobacterium-Arcanobacterium_phocae

Goodfellowiella_coeruleoviolacea~GCA_000715825.1@KL570794=Bacteria-Actinobacteria-Actinobacteria-Pseudonocardiales-Pseudonocardiaceae-Goodfellowiella-Goodfellowiella_coeruleoviolacea

Pseudarthrobacter_phenanthrenivorans|SPHE3~GCF_000189535.1@NC_015145=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Micrococcaceae-Pseudarthrobacter-Pseudarthrobacter_phenanthrenivorans

Acidothermus_cellulolyticus|11B~GCF_000015025.1@NC_008578=Bacteria-Actinobacteria-Actinobacteria-Acidothermales-Acidothermaceae-Acidothermus-Acidothermus_cellulolyticus

Streptomyces_qinglanensis~GCF_900111245.1@NZ_FOGO01000002=Bacteria-Actinobacteria-Actinobacteria-Streptomycetales-Streptomycetaceae-Streptomyces-Streptomyces_qinglanensis

Streptomyces_scabrisporus|DSM41855~GCF_000372745.1@NZ_KB889730=Bacteria-Actinobacteria-Actinobacteria-Streptomycetales-Streptomycetaceae-Streptomyces-Streptomyces_scabrisporus

Collinsella_intestinalis|DSM13280~GCF_000156175.1@NZ_GG692710=Bacteria-Actinobacteria-Coriobacteriia-Coriobacteriales-Coriobacteriaceae-Collinsella-Collinsella_intestinalis

Nocardioides_sp.|ROOT614~GCF_001427545.1@NZ_LMGV01000001=Bacteria-Actinobacteria-Actinobacteria-Propionibacteriales-Nocardioidaceae-Nocardioides-Nocardioides_sp.

Microbacterium_testaceum|STLB037~GCF_000202635.1@NC_015125=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Microbacteriaceae-Microbacterium-Microbacterium_testaceum

Mycobacterium_sp.|ROOT135~GCF_001426545.1@NZ_LMEZ01000005=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Mycobacteriaceae-Mycobacterium-Mycobacterium_sp.

Dactylosporangium_aurantiacum~GCA_000716055.1@JNZX01000049=Bacteria-Actinobacteria-Actinobacteria-Micromonosporales-Micromonosporaceae-Dactylosporangium-Dactylosporangium_aurantiacum

candidatus_planktophila_sp.|MMS-IA-53~GCA_002288045.1@CP016772=Bacteria-Actinobacteria-Actinobacteria-unknown_order-unknown_family-Candidatus_planktophila-Candidatus_planktophila_sp.

Amycolatopsis_halophila|YIM93223~GCF_000504245.1@NZ_KI632509=Bacteria-Actinobacteria-Actinobacteria-Pseudonocardiales-Pseudonocardiaceae-Amycolatopsis-Amycolatopsis_halophila

Rhodococcus_hoagii|103S~GCF_000196695.1@NC_014659=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Nocardiaceae-Rhodococcus-Rhodococcus_hoagii

Actinobacteria_bacterium_mms_21_160~GCA_002288005.1@CP016771=Bacteria-Actinobacteria-unknown_class-unknown_order-unknown_family-unknown_genus-Actinobacteria_bacterium_mms_21_160

Marine_actinobacterium_medacidi_g3~GCA_000817105.1@JUEP01000003=Bacteria-Actinobacteria-Actinobacteria-unknown_order-unknown_family-unknown_genus-Marine_actinobacterium_medacidi_g3

Corynebacterium_diphtheriae~GCF_001875815.1@NZ_MINY01000007=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Corynebacteriaceae-Corynebacterium-Corynebacterium_diphtheriae

Streptomyces_sp.|CNQ-525~GCF_000701285.1@NZ_JNID01000024=Bacteria-Actinobacteria-Actinobacteria-Streptomycetales-Streptomycetaceae-Streptomyces-Streptomyces_sp.

Streptomyces_mirabilis~GCF_900112965.1@NZ_FONR01000016=Bacteria-Actinobacteria-Actinobacteria-Streptomycetales-Streptomycetaceae-Streptomyces-Streptomyces_mirabilis

Leifsonia_sp.|CL154~GCF_900108465.1@NZ_FNXD01000012=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Microbacteriaceae-Leifsonia-Leifsonia_sp.

Micrococcales_bacterium_73_15~GCA_001898885.1@MKVO01000009=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-unknown_family-unknown_genus-Micrococcales_bacterium_73_15

Streptomyces_vitaminophilus|DSM41686~GCF_000380165.1@NZ_KB904669=Bacteria-Actinobacteria-Actinobacteria-Streptomycetales-Streptomycetaceae-Streptomyces-Streptomyces_vitaminophilus

Actinoplanes_sp.|TFC3~GCF_001553785.1@NZ_LOJP01000002=Bacteria-Actinobacteria-Actinobacteria-Micromonosporales-Micromonosporaceae-Actinoplanes-Actinoplanes_sp.

Nocardia_seriolae~GCF_002093935.1@NZ_MVAC01000042=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Nocardiaceae-Nocardia-Nocardia_seriolae

Actinomycetales_bacterium_actino_02~GCA_001603275.1@LUYM01000030=Bacteria-Actinobacteria-Actinobacteria-Actinomycetales-unknown_family-unknown_genus-Actinomycetales_bacterium_actino_02

Arthrobacter_sp.|SOIL763~GCF_001428365.1@NZ_LMSH01000001=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Micrococcaceae-Arthrobacter-Arthrobacter_sp.

Actinobacterium_acmicro_4~GCA_000754445.1@JNSD01000013=Bacteria-Actinobacteria-Actinobacteria-unknown_order-unknown_family-unknown_genus-Actinobacterium_acmicro_4

Microbacterium_sp.|CF046~GCF_900114345.1@NZ_FOZJ01000001=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Microbacteriaceae-Microbacterium-Microbacterium_sp.

Streptomyces_cacaoi_subsp._cacaoi~GCF_002154495.1@NZ_MUBL01000011=Bacteria-Actinobacteria-Actinobacteria-Streptomycetales-Streptomycetaceae-Streptomyces-Streptomyces_cacaoi-Streptomyces_cacaoi_subsp._cacaoi

Ornithinimicrobium_pekingense|DSM21552~GCF_000421185.1@NZ_ATWJ01000002=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Intrasporangiaceae-Ornithinimicrobium-Ornithinimicrobium_pekingense

Mycobacterium_haemophilum|DSM44634~GCF_000340435.2@NZ_CP011883=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Mycobacteriaceae-Mycobacterium-Mycobacterium_haemophilum

Corynebacterium_atypicum~GCF_000732945.1@NZ_CP008944=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Corynebacteriaceae-Corynebacterium-Corynebacterium_atypicum

Stackebrandtia_nassauensis|DSM44728~GCF_000024545.1@NC_013947=Bacteria-Actinobacteria-Actinobacteria-Glycomycetales-Glycomycetaceae-Stackebrandtia-Stackebrandtia_nassauensis

Pseudonocardia_sp.|SCN73-27~GCA_001725415.1@MEGH01000001=Bacteria-Actinobacteria-Actinobacteria-Pseudonocardiales-Pseudonocardiaceae-Pseudonocardia-Pseudonocardia_sp.

Actinobacteria_bacterium_mms_iib_91~GCA_002288305.1@CP016779=Bacteria-Actinobacteria-unknown_class-unknown_order-unknown_family-unknown_genus-Actinobacteria_bacterium_mms_iib_91

Olsenella_sp.|KH2P3~GCF_900119625.1@NZ_FPKD01000001=Bacteria-Actinobacteria-Coriobacteriia-Coriobacteriales-Atopobiaceae-Olsenella-Olsenella_sp.

Microbacterium_sp.|69-7~GCA_001897985.1@MKRU01000016=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Microbacteriaceae-Microbacterium-Microbacterium_sp.

Corynebacterium_striatum|ATCC6940~GCF_000159135.1@NZ_GG667523=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Corynebacteriaceae-Corynebacterium-Corynebacterium_striatum

Mycobacterium_sp.|AB308~GCF_900157385.1@NZ_LT717701=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Mycobacteriaceae-Mycobacterium-Mycobacterium_sp.

Mycobacterium_iranicum|UM_TJL~GCF_000455165.1@NZ_AUWT01000002=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Mycobacteriaceae-Mycobacterium-Mycobacterium_iranicum

Kocuria_turfanensis~GCF_001580365.1@NZ_CP014480=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Micrococcaceae-Kocuria-Kocuria_turfanensis

Arthrobacter_sp.|LEAF69~GCF_001422645.1@NZ_LMLR01000010=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Micrococcaceae-Arthrobacter-Arthrobacter_sp.

Streptomyces_guanduensis~GCF_900103985.1@NZ_FNIE01000002=Bacteria-Actinobacteria-Actinobacteria-Streptomycetales-Streptomycetaceae-Streptomyces-Streptomyces_guanduensis

Demequina_salsinemoris~GCF_000974805.1@NZ_BBQZ01000006=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Demequinaceae-Demequina-Demequina_salsinemoris

Corynebacterium_timonense|5401744~GCF_000312345.1@NZ_HE998585=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Corynebacteriaceae-Corynebacterium-Corynebacterium_timonense

Microtetraspora_glauca~GCF_001570385.1@NZ_BBYL01000013=Bacteria-Actinobacteria-Actinobacteria-Streptosporangiales-Streptosporangiaceae-Microtetraspora-Microtetraspora_glauca

Sphaerisporangium_viridialbum~GCA_000715975.1@KL573115=Bacteria-Actinobacteria-Actinobacteria-Streptosporangiales-Streptosporangiaceae-Sphaerisporangium-Sphaerisporangium_viridialbum

Streptomyces_kasugaensis~GCF_002261115.1@NZ_NDXL01000002=Bacteria-Actinobacteria-Actinobacteria-Streptomycetales-Streptomycetaceae-Streptomyces-Streptomyces_kasugaensis

Mycobacterium_kansasii~GCF_002085835.1@NZ_CP019888=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Mycobacteriaceae-Mycobacterium-Mycobacterium_kansasii

Mycobacterium_farcinogenes~GCF_000723385.1@NZ_HG964482=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Mycobacteriaceae-Mycobacterium-Mycobacterium_farcinogenes

Herbidospora_sakaeratensis~GCF_001570525.1@NZ_BBXC01000019=Bacteria-Actinobacteria-Actinobacteria-Streptosporangiales-Streptosporangiaceae-Herbidospora-Herbidospora_sakaeratensis

Streptomyces_cattleya|NRRL8057+DSM46488~GCF_000240165.1@NC_017586=Bacteria-Actinobacteria-Actinobacteria-Streptomycetales-Streptomycetaceae-Streptomyces-Streptomyces_cattleya

Actinomyces_liubingyangii~GCF_001907245.1@NZ_MQSU01000001=Bacteria-Actinobacteria-Actinobacteria-Actinomycetales-Actinomycetaceae-Actinomyces-Actinomyces_liubingyangii

Acidimicrobiia_bacterium_redsea_s21_b10~GCA_001626125.1@LUNA01000198=Bacteria-Actinobacteria-Acidimicrobiia-unknown_order-unknown_family-unknown_genus-Acidimicrobiia_bacterium_redsea_s21_b10

Arthrobacter_sp.|OK362~GCF_900102785.1@NZ_FNGC01000005=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Micrococcaceae-Arthrobacter-Arthrobacter_sp.

Amycolatopsis_thermoflava|N1165~GCF_000473265.1@NZ_KI421511=Bacteria-Actinobacteria-Actinobacteria-Pseudonocardiales-Pseudonocardiaceae-Amycolatopsis-Amycolatopsis_thermoflava

Brachybacterium_faecium|DSM4810~GCF_000023405.1@NC_013172=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Dermabacteraceae-Brachybacterium-Brachybacterium_faecium

Nonomuraea_wenchangensis~GCF_900111685.1@NZ_FOHX01000011=Bacteria-Actinobacteria-Actinobacteria-Streptosporangiales-Streptosporangiaceae-Nonomuraea-Nonomuraea_wenchangensis

Mycobacterium_sp.|EXDASYATISAMERICANA~GCF_001756795.1@NZ_MAIH01000018=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Mycobacteriaceae-Mycobacterium-Mycobacterium_sp.

Microbacterium_sp.|CL127~GCF_900114965.1@NZ_FOYR01000002=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Microbacteriaceae-Microbacterium-Microbacterium_sp.

Corynebacterium_pyruviciproducens|ATCCBAA-1742~GCF_000411375.1@NZ_KE150447=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Corynebacteriaceae-Corynebacterium-Corynebacterium_pyruviciproducens

Atopobium_sp.|ORALTAXON810F0209~GCF_000466405.1@NZ_KE952935=Bacteria-Actinobacteria-Coriobacteriia-Coriobacteriales-Atopobiaceae-Atopobium-Atopobium_sp.

Actinomadura_oligospora|ATCC43269~GCF_000518265.1@NZ_JADG01000007=Bacteria-Actinobacteria-Actinobacteria-Streptosporangiales-Thermomonosporaceae-Actinomadura-Actinomadura_oligospora

Enterorhabdus_caecimuris|B7~GCF_000403355.2@NZ_KE159646=Bacteria-Actinobacteria-Coriobacteriia-Eggerthellales-Eggerthellaceae-Enterorhabdus-Enterorhabdus_caecimuris

Corynebacterium_glutamicum|R~GCF_000010225.1@NC_009342=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Corynebacteriaceae-Corynebacterium-Corynebacterium_glutamicum

Actinobacteria_bacterium_rbg_16_70_17~GCA_001768695.1@MELS01000080=Bacteria-Actinobacteria-unknown_class-unknown_order-unknown_family-unknown_genus-Actinobacteria_bacterium_rbg_16_70_17

Corynebacterium_mustelae~GCF_001020985.1@NZ_CP011542=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Corynebacteriaceae-Corynebacterium-Corynebacterium_mustelae

Kitasatospora_aureofaciens~GCF_002082605.1@NZ_CP020567=Bacteria-Actinobacteria-Actinobacteria-Streptomycetales-Streptomycetaceae-Kitasatospora-Kitasatospora_aureofaciens

Actinomyces_vulturis~GCF_001687305.1@NZ_KV700385=Bacteria-Actinobacteria-Actinobacteria-Actinomycetales-Actinomycetaceae-Actinomyces-Actinomyces_vulturis

Plantibacter_flavus~GCF_002024505.1@NZ_CP019402=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Microbacteriaceae-Plantibacter-Plantibacter_flavus

Tessaracoccus_flavus~GCF_001997295.1@NZ_CP019605=Bacteria-Actinobacteria-Actinobacteria-Propionibacteriales-Propionibacteriaceae-Tessaracoccus-Tessaracoccus_flavus

Nonomuraea_maritima~GCF_900100395.1@NZ_FNFB01000023=Bacteria-Actinobacteria-Actinobacteria-Streptosporangiales-Streptosporangiaceae-Nonomuraea-Nonomuraea_maritima

Streptomyces_sp.|SPB074~GCF_000154905.1@NZ_GG770539=Bacteria-Actinobacteria-Actinobacteria-Streptomycetales-Streptomycetaceae-Streptomyces-Streptomyces_sp.

Lysinimicrobium_subtropicum~GCF_000971235.1@NZ_BBMB01000011=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Demequinaceae-Lysinimicrobium-Lysinimicrobium_subtropicum

Arthrobacter_sp.|UCD-GKA~GCF_001863355.1@NZ_MOLR01000003=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Micrococcaceae-Arthrobacter-Arthrobacter_sp.

Pseudoclavibacter_soli|DSM23366~GCF_000423505.1@NZ_KE384027=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Microbacteriaceae-Pseudoclavibacter-Pseudoclavibacter_soli

Micromonospora_echinofusca~GCF_900091445.1@NZ_LT607733=Bacteria-Actinobacteria-Actinobacteria-Micromonosporales-Micromonosporaceae-Micromonospora-Micromonospora_echinofusca

Actinobacterium_scgc_aaa027_j17~GCA_000383815.1@KB912812=Bacteria-Actinobacteria-Actinobacteria-unknown_order-unknown_family-unknown_genus-Actinobacterium_scgc_aaa027_j17

Pseudonocardia_ammonioxydans~GCF_900115005.1@NZ_FOUY01000033=Bacteria-Actinobacteria-Actinobacteria-Pseudonocardiales-Pseudonocardiaceae-Pseudonocardia-Pseudonocardia_ammonioxydans

Nakamurella_multipartita|DSM44233~GCF_000024365.1@NC_013235=Bacteria-Actinobacteria-Actinobacteria-Nakamurellales-Nakamurellaceae-Nakamurella-Nakamurella_multipartita

Streptomyces_albus~GCF_000827005.1@NZ_CP010519=Bacteria-Actinobacteria-Actinobacteria-Streptomycetales-Streptomycetaceae-Streptomyces-Streptomyces_albus

Bifidobacterium_sp.|AGR2158~GCF_000424225.1@NZ_AUJM01000017=Bacteria-Actinobacteria-Actinobacteria-Bifidobacteriales-Bifidobacteriaceae-Bifidobacterium-Bifidobacterium_sp.

Arthrobacter_alpinus~GCF_001445575.1@NZ_CP013200=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Micrococcaceae-Arthrobacter-Arthrobacter_alpinus

Eggerthella_sp.|CAG298~GCA_000435675.1@FR895123=Bacteria-Actinobacteria-Coriobacteriia-Eggerthellales-Eggerthellaceae-Eggerthella-Eggerthella_sp.

Ferrithrix_thermotolerans|DSM19514~GCF_900128965.1@NZ_FQUL01000031=Bacteria-Actinobacteria-Acidimicrobiia-Acidimicrobiales-Acidimicrobiaceae-Ferrithrix-Ferrithrix_thermotolerans

Hamadaea_tsunoensis|DSM44101~GCF_000428945.1@NZ_AUAX01000006=Bacteria-Actinobacteria-Actinobacteria-Micromonosporales-Micromonosporaceae-Hamadaea-Hamadaea_tsunoensis

Actinomyces_oris~GCF_001937425.1@NZ_MSKO01000028=Bacteria-Actinobacteria-Actinobacteria-Actinomycetales-Actinomycetaceae-Actinomyces-Actinomyces_oris

Nocardiopsis_sp.|SBT366~GCF_001083815.1@NZ_LAVM01000010=Bacteria-Actinobacteria-Actinobacteria-Streptosporangiales-Nocardiopsaceae-Nocardiopsis-Nocardiopsis_sp.

Arthrobacter_sp.|YC-RL1~GCF_001454985.1@NZ_CP013297=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Micrococcaceae-Arthrobacter-Arthrobacter_sp.

Agromyces_flavus~GCF_900104685.1@NZ_LT629755=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Microbacteriaceae-Agromyces-Agromyces_flavus

Actinomadura_flavalba|DSM45200~GCF_000374305.1@NZ_KB894093=Bacteria-Actinobacteria-Actinobacteria-Streptosporangiales-Thermomonosporaceae-Actinomadura-Actinomadura_flavalba

Bifidobacterium_boum|DSM20432~GCF_000687615.1@NZ_JHWO01000011=Bacteria-Actinobacteria-Actinobacteria-Bifidobacteriales-Bifidobacteriaceae-Bifidobacterium-Bifidobacterium_boum

Streptomyces_hyaluromycini~GCF_002217755.1@NZ_BCFL01000017=Bacteria-Actinobacteria-Actinobacteria-Streptomycetales-Streptomycetaceae-Streptomyces-Streptomyces_hyaluromycini

Nocardioides_alkalitolerans|DSM16699~GCF_000426525.1@NZ_KE384533=Bacteria-Actinobacteria-Actinobacteria-Propionibacteriales-Nocardioidaceae-Nocardioides-Nocardioides_alkalitolerans

Brevibacterium_sp.|HMSC22B09~GCF_001806795.1@NZ_KV786025=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Brevibacteriaceae-Brevibacterium-Brevibacterium_sp.

Corynebacterium_lactis|RW2-5~GCF_001274895.1@NZ_CP006841=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Corynebacteriaceae-Corynebacterium-Corynebacterium_lactis

Streptomyces_cyaneogriseus_subsp._noncyanogenus~GCF_000931445.1@NZ_CP010849=Bacteria-Actinobacteria-Actinobacteria-Streptomycetales-Streptomycetaceae-Streptomyces-Streptomyces_cyaneogriseus-Streptomyces_cyaneogriseus_subsp._noncyanogenus

Olsenella_umbonata~GCF_900105025.1@NZ_LT629759=Bacteria-Actinobacteria-Coriobacteriia-Coriobacteriales-Atopobiaceae-Olsenella-Olsenella_umbonata

Arthrobacter_sp.|H20~GCF_000520515.1@NZ_KI914732=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Micrococcaceae-Arthrobacter-Arthrobacter_sp.

Streptomycetaceae_bacterium_mp113_05~GCF_000497405.1@NZ_KI547042=Bacteria-Actinobacteria-Actinobacteria-Streptomycetales-Streptomycetaceae-unknown_genus-Streptomycetaceae_bacterium_mp113_05

Actinomyces_georgiae|DSM6843~GCF_000429245.1@NZ_AUBM01000009=Bacteria-Actinobacteria-Actinobacteria-Actinomycetales-Actinomycetaceae-Actinomyces-Actinomyces_georgiae

Kibdelosporangium_aridum~GCF_900176515.1@NZ_FWXV01000002=Bacteria-Actinobacteria-Actinobacteria-Pseudonocardiales-Pseudonocardiaceae-Kibdelosporangium-Kibdelosporangium_aridum

Micromonospora_saelicesensis~GCF_900091575.1@NZ_FMCR01000001=Bacteria-Actinobacteria-Actinobacteria-Micromonosporales-Micromonosporaceae-Micromonospora-Micromonospora_saelicesensis

Arthrobacter_sp.|FB24~GCF_000196235.1@NC_008541=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Micrococcaceae-Arthrobacter-Arthrobacter_sp.

Actinokineospora_bangkokensis~GCF_001940455.1@NZ_MKQR01000026=Bacteria-Actinobacteria-Actinobacteria-Pseudonocardiales-Pseudonocardiaceae-Actinokineospora-Actinokineospora_bangkokensis

Nocardia_sp.|CNY236~GCF_000482385.1@NZ_AXVD01000001=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Nocardiaceae-Nocardia-Nocardia_sp.

Olsenella_sp.|SIT9~GCF_001457795.1@NZ_LN898211=Bacteria-Actinobacteria-Coriobacteriia-Coriobacteriales-Atopobiaceae-Olsenella-Olsenella_sp.

Microbacterium_sp.|UNC423CL45TSU~GCF_000620445.1@NZ_JIBF01000010=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Microbacteriaceae-Microbacterium-Microbacterium_sp.

Streptomyces_seoulensis~GCF_000725795.1@NZ_JNXP01000001=Bacteria-Actinobacteria-Actinobacteria-Streptomycetales-Streptomycetaceae-Streptomyces-Streptomyces_seoulensis

Streptomyces_nodosus~GCF_000819545.1@NZ_CP009313=Bacteria-Actinobacteria-Actinobacteria-Streptomycetales-Streptomycetaceae-Streptomyces-Streptomyces_nodosus

Demequina_aurantiaca~GCF_000975135.1@NZ_BBRF01000001=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Demequinaceae-Demequina-Demequina_aurantiaca

Micrococcales_bacterium_70_64~GCA_001898905.1@MKVP01000001=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-unknown_family-unknown_genus-Micrococcales_bacterium_70_64

Corynebacterium_jeikeium~GCF_001059385.1@NZ_JUNC01000051=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Corynebacteriaceae-Corynebacterium-Corynebacterium_jeikeium

Nocardioides_sp.|URHA0032~GCF_000620645.1@NZ_KK211159=Bacteria-Actinobacteria-Actinobacteria-Propionibacteriales-Nocardioidaceae-Nocardioides-Nocardioides_sp.

Senegalimassilia_anaerobia|JC110~GCF_000236865.1@NZ_HE611014=Bacteria-Actinobacteria-Coriobacteriia-Coriobacteriales-Coriobacteriaceae-Senegalimassilia-Senegalimassilia_anaerobia

Saccharomonospora_xinjiangensis|XJ-54~GCF_000258175.1@NZ_JH636049=Bacteria-Actinobacteria-Actinobacteria-Pseudonocardiales-Pseudonocardiaceae-Saccharomonospora-Saccharomonospora_xinjiangensis

Streptomyces_torulosus~GCF_001419765.1@NZ_LIRK01000342=Bacteria-Actinobacteria-Actinobacteria-Streptomycetales-Streptomycetaceae-Streptomyces-Streptomyces_torulosus

Phoenicibacter_massiliensis~GCF_900169485.1@NZ_LT821227=Bacteria-Actinobacteria-Coriobacteriia-Eggerthellales-Eggerthellaceae-Phoenicibacter-Phoenicibacter_massiliensis

Arthrobacter_saudimassiliensis~GCA_900016675.1@LN483070=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Micrococcaceae-Arthrobacter-Arthrobacter_saudimassiliensis

Cellulomonas_sp.|A375-1~GCF_001040865.1@NZ_LFKW01000036=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Cellulomonadaceae-Cellulomonas-Cellulomonas_sp.

Corynebacterium_resistens|DSM45100~GCF_000177535.2@NC_015673=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Corynebacteriaceae-Corynebacterium-Corynebacterium_resistens

Actinomyces_coleocanis|DSM15436~GCF_000159015.1@NZ_DS999545=Bacteria-Actinobacteria-Actinobacteria-Actinomycetales-Actinomycetaceae-Actinomyces-Actinomyces_coleocanis

Streptomyces_sp.|WMMB714~GCF_900090125.1@NZ_FMHJ01000004=Bacteria-Actinobacteria-Actinobacteria-Streptomycetales-Streptomycetaceae-Streptomyces-Streptomyces_sp.

Brachybacterium_muris|UCD-AY4~GCF_000338055.1@NZ_AORC01000011=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Dermabacteraceae-Brachybacterium-Brachybacterium_muris

Cutibacterium_acnes_subsp._acnes~GCF_000240055.1@NC_016511=Bacteria-Actinobacteria-Actinobacteria-Propionibacteriales-Propionibacteriaceae-Cutibacterium-Cutibacterium_acnes-Cutibacterium_acnes_subsp._acnes

Corynebacterium_lubricantis|DSM45231~GCF_000379425.1@NZ_KB902192=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Corynebacteriaceae-Corynebacterium-Corynebacterium_lubricantis

Saccharopolyspora_erythraea|NRRL2338~GCF_000062885.1@NC_009142=Bacteria-Actinobacteria-Actinobacteria-Pseudonocardiales-Pseudonocardiaceae-Saccharopolyspora-Saccharopolyspora_erythraea

Corynebacterium_freiburgense|DSM45254~GCF_000428805.1@NZ_AUAQ01000011=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Corynebacteriaceae-Corynebacterium-Corynebacterium_freiburgense

Actinobacteria_bacterium_imcc26077~GCF_002284915.1@NZ_CP015606=Bacteria-Actinobacteria-unknown_class-unknown_order-unknown_family-unknown_genus-Actinobacteria_bacterium_imcc26077

Rhodococcus_fascians|A25F~GCF_000760935.1@NZ_JMEZ01000014=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Nocardiaceae-Rhodococcus-Rhodococcus_fascians

Mycobacterium_chubuense~GCF_001044255.1@NZ_JYNX01000060=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Mycobacteriaceae-Mycobacterium-Mycobacterium_chubuense

Thermoleophilum_album~GCF_900108055.1@NZ_FNWJ01000001=Bacteria-Actinobacteria-Thermoleophilia-Thermoleophilales-Thermoleophilaceae-Thermoleophilum-Thermoleophilum_album

Gordonia_sp.|QH-12~GCF_001578675.1@NZ_KQ969291=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Gordoniaceae-Gordonia-Gordonia_sp.

Eggerthella_sp.|CAG368~GCA_000434775.1@FR895487=Bacteria-Actinobacteria-Coriobacteriia-Eggerthellales-Eggerthellaceae-Eggerthella-Eggerthella_sp.

Actinoalloteichus_cyanogriseus|DSM43889~GCF_000429185.1@NZ_AUBJ01000006=Bacteria-Actinobacteria-Actinobacteria-Pseudonocardiales-Pseudonocardiaceae-Actinoalloteichus-Actinoalloteichus_cyanogriseus

Microbacterium_oleivorans~GCF_001691565.1@NZ_MAYO01000003=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Microbacteriaceae-Microbacterium-Microbacterium_oleivorans

Frankia_coriariae~GCF_001017755.1@NZ_JWIO01000002=Bacteria-Actinobacteria-Actinobacteria-Frankiales-Frankiaceae-Frankia-Frankia_coriariae

Actinomyces_sp.|ORALTAXON848F0332~GCF_000162895.1@NZ_GG703879=Bacteria-Actinobacteria-Actinobacteria-Actinomycetales-Actinomycetaceae-Actinomyces-Actinomyces_sp.

Corynebacterium_marinum|DSM44953~GCF_000835165.1@NZ_CP007790=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Corynebacteriaceae-Corynebacterium-Corynebacterium_marinum

Leifsonia_sp.|ROOT112D2~GCF_001424905.1@NZ_LMCU01000001=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Microbacteriaceae-Leifsonia-Leifsonia_sp.

Angustibacter_sp.|ROOT456~GCF_001426435.1@NZ_LMER01000020=Bacteria-Actinobacteria-Actinobacteria-Kineosporiales-Kineosporiaceae-Angustibacter-Angustibacter_sp.

Bifidobacterium_pseudolongum~GCF_002282915.1@NZ_CP022544=Bacteria-Actinobacteria-Actinobacteria-Bifidobacteriales-Bifidobacteriaceae-Bifidobacterium-Bifidobacterium_pseudolongum

Tropheryma_whipplei|NEURO1~GCF_000346085.2@NZ_HG421449=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-unknown_family-Tropheryma-Tropheryma_whipplei

Promicromonosporaceae_bacterium_w15~GCF_000307245.1@NZ_DF158878=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Promicromonosporaceae-unknown_genus-Promicromonosporaceae_bacterium_w15

Auraticoccus_monumenti~GCF_900101785.1@NZ_LT629688=Bacteria-Actinobacteria-Actinobacteria-Propionibacteriales-Propionibacteriaceae-Auraticoccus-Auraticoccus_monumenti

Actinomyces_ruminicola~GCF_900103885.1@NZ_FNIM01000002=Bacteria-Actinobacteria-Actinobacteria-Actinomycetales-Actinomycetaceae-Actinomyces-Actinomyces_ruminicola

Mycobacterium_triplex~GCF_000689255.1@NZ_HG964446=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Mycobacteriaceae-Mycobacterium-Mycobacterium_triplex

Corynebacterium_halotolerans|YIM70093+DSM44683~GCF_000341345.1@NC_020302=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Corynebacteriaceae-Corynebacterium-Corynebacterium_halotolerans

Streptomyces_almquistii~GCF_001418125.1@NZ_LIPO01000004=Bacteria-Actinobacteria-Actinobacteria-Streptomycetales-Streptomycetaceae-Streptomyces-Streptomyces_almquistii

Actinopolymorpha_alba|DSM45243~GCF_000373925.1@NZ_KB892740=Bacteria-Actinobacteria-Actinobacteria-Propionibacteriales-Nocardioidaceae-Actinopolymorpha-Actinopolymorpha_alba

Streptomyces_mirabilis~GCF_000745715.1@NZ_JQJV01000017=Bacteria-Actinobacteria-Actinobacteria-Streptomycetales-Streptomycetaceae-Streptomyces-Streptomyces_mirabilis

Streptomyces_cellostaticus~GCF_001513965.1@NZ_KQ948023=Bacteria-Actinobacteria-Actinobacteria-Streptomycetales-Streptomycetaceae-Streptomyces-Streptomyces_cellostaticus

Actinobacterium_llx17~GCF_000471045.1@NZ_KI301992=Bacteria-Actinobacteria-Actinobacteria-unknown_order-unknown_family-unknown_genus-Actinobacterium_llx17

Actinomyces_massiliensis|4401292~GCF_000269805.1@NZ_JH711481=Bacteria-Actinobacteria-Actinobacteria-Actinomycetales-Actinomycetaceae-Actinomyces-Actinomyces_massiliensis

Streptomyces_alboverticillatus~GCF_002150845.1@NZ_MUFU01000060=Bacteria-Actinobacteria-Actinobacteria-Streptomycetales-Streptomycetaceae-Streptomyces-Streptomyces_alboverticillatus

Arthrobacter_sp.|7749~GCA_002224445.1@CP022462=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Micrococcaceae-Arthrobacter-Arthrobacter_sp.

Olsenella_sp.|MARSEILLE-P2912~GCF_900128445.1@NZ_LT671417=Bacteria-Actinobacteria-Coriobacteriia-Coriobacteriales-Atopobiaceae-Olsenella-Olsenella_sp.

Corynebacterium_genitalium|ATCC33030~GCF_000143825.1@NZ_CM000961=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Corynebacteriaceae-Corynebacterium-Corynebacterium_genitalium

Bifidobacterium_commune~GCF_900094885.1@NZ_FMBL01000002=Bacteria-Actinobacteria-Actinobacteria-Bifidobacteriales-Bifidobacteriaceae-Bifidobacterium-Bifidobacterium_commune

Mycobacterium_vanbaalenii|PYR-1~GCF_000015305.1@NC_008726=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Mycobacteriaceae-Mycobacterium-Mycobacterium_vanbaalenii

Streptacidiphilus_jiangxiensis~GCF_900109465.1@NZ_FOAZ01000003=Bacteria-Actinobacteria-Actinobacteria-Streptomycetales-Streptomycetaceae-Streptacidiphilus-Streptacidiphilus_jiangxiensis

Blastococcus_sp.|URHD0036~GCF_000701365.1@NZ_KL370778=Bacteria-Actinobacteria-Actinobacteria-Geodermatophilales-Geodermatophilaceae-Blastococcus-Blastococcus_sp.

Nocardioides_lianchengensis~GCF_900101465.1@NZ_FMZM01000002=Bacteria-Actinobacteria-Actinobacteria-Propionibacteriales-Nocardioidaceae-Nocardioides-Nocardioides_lianchengensis

Arthrobacter_sp.|IHBB11108~GCF_000950575.1@NZ_CP011005=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Micrococcaceae-Arthrobacter-Arthrobacter_sp.

Scardovia_wiggsiae|F0424~GCF_000275805.1@NZ_JH719940=Bacteria-Actinobacteria-Actinobacteria-Bifidobacteriales-Bifidobacteriaceae-Scardovia-Scardovia_wiggsiae

Nonomuraea_kuesteri~GCA_000716135.1@KL574406=Bacteria-Actinobacteria-Actinobacteria-Streptosporangiales-Streptosporangiaceae-Nonomuraea-Nonomuraea_kuesteri

Cellulomonas_sp.|73-92~GCA_001898175.1@MKTH01000013=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Cellulomonadaceae-Cellulomonas-Cellulomonas_sp.

Rhodococcus_fascians|02-816C~GCF_000760855.1@NZ_JMFE01000007=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Nocardiaceae-Rhodococcus-Rhodococcus_fascians

Glycomyces_harbinensis~GCF_900101745.1@NZ_FNAD01000005=Bacteria-Actinobacteria-Actinobacteria-Glycomycetales-Glycomycetaceae-Glycomyces-Glycomyces_harbinensis

Streptomyces_rubidus~GCF_001723065.1@NZ_MDCQ01000767=Bacteria-Actinobacteria-Actinobacteria-Streptomycetales-Streptomycetaceae-Streptomyces-Streptomyces_rubidus

Corynebacterium_testudinoris~GCF_001021045.1@NZ_CP011545=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Corynebacteriaceae-Corynebacterium-Corynebacterium_testudinoris

Sciscionella_marina|DSM45152~GCF_000379465.1@NZ_KB905383=Bacteria-Actinobacteria-Actinobacteria-Pseudonocardiales-Pseudonocardiaceae-Sciscionella-Sciscionella_marina

Nocardioides_sp.|LEAF307~GCF_001423135.1@NZ_LMNY01000003=Bacteria-Actinobacteria-Actinobacteria-Propionibacteriales-Nocardioidaceae-Nocardioides-Nocardioides_sp.

Nocardiopsis_flavescens~GCF_900141985.1@NZ_FQZK01000015=Bacteria-Actinobacteria-Actinobacteria-Streptosporangiales-Nocardiopsaceae-Nocardiopsis-Nocardiopsis_flavescens

Yonghaparkia_sp.|ROOT332~GCF_001425665.1@NZ_LMCX01000001=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Microbacteriaceae-Yonghaparkia-Yonghaparkia_sp.

Geodermatophilus_soli~GCF_900103975.1@NZ_FNIR01000011=Bacteria-Actinobacteria-Actinobacteria-Geodermatophilales-Geodermatophilaceae-Geodermatophilus-Geodermatophilus_soli

Coriobacterium_glomerans|PW2~GCF_000195315.1@NC_015389=Bacteria-Actinobacteria-Coriobacteriia-Coriobacteriales-Coriobacteriaceae-Coriobacterium-Coriobacterium_glomerans

Streptomyces_fradiae|ATCC10745+DSM40063~GCF_002119225.1@NZ_MIFZ01000079=Bacteria-Actinobacteria-Actinobacteria-Streptomycetales-Streptomycetaceae-Streptomyces-Streptomyces_fradiae

Granulicoccus_phenolivorans|DSM17626~GCF_000423085.1@NZ_AUHH01000007=Bacteria-Actinobacteria-Actinobacteria-Propionibacteriales-Propionibacteriaceae-Granulicoccus-Granulicoccus_phenolivorans

Microbacterium_sp.|71-36~GCA_001898305.1@MKTP01000004=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Microbacteriaceae-Microbacterium-Microbacterium_sp.

candidatus_planktophila_limnetica~GCA_002288365.1@CP016782=Bacteria-Actinobacteria-Actinobacteria-unknown_order-unknown_family-Candidatus_planktophila-Candidatus_planktophila_limnetica

Actinomyces_radingae~GCF_900106055.1@NZ_LT629792=Bacteria-Actinobacteria-Actinobacteria-Actinomycetales-Actinomycetaceae-Actinomyces-Actinomyces_radingae

Propionimicrobium_lymphophilum|DSM4903~GCF_000423485.1@NZ_AUIB01000004=Bacteria-Actinobacteria-Actinobacteria-Propionibacteriales-Propionibacteriaceae-Propionimicrobium-Propionimicrobium_lymphophilum

Microbacterium_paraoxydans~GCF_900105335.1@NZ_LT629770=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Microbacteriaceae-Microbacterium-Microbacterium_paraoxydans

Corynebacterium_urealyticum~GCF_900187235.1@NZ_LT906481=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Corynebacteriaceae-Corynebacterium-Corynebacterium_urealyticum

Arthrobacter_sp.|CAL618~GCF_000468215.1@NZ_ASZW01000028=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Micrococcaceae-Arthrobacter-Arthrobacter_sp.

Actinomyces_israelii|DSM43320~GCF_000711965.1@NZ_JONS01000006=Bacteria-Actinobacteria-Actinobacteria-Actinomycetales-Actinomycetaceae-Actinomyces-Actinomyces_israelii

Mycobacterium_sp.|UNC410CL29CVI84~GCF_000686745.1@NZ_JMLM01000010=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Mycobacteriaceae-Mycobacterium-Mycobacterium_sp.

Streptomyces_paucisporeus~GCF_900142575.1@NZ_FRBI01000005=Bacteria-Actinobacteria-Actinobacteria-Streptomycetales-Streptomycetaceae-Streptomyces-Streptomyces_paucisporeus

Actinoplanes_derwentensis~GCF_900104725.1@NZ_LT629758=Bacteria-Actinobacteria-Actinobacteria-Micromonosporales-Micromonosporaceae-Actinoplanes-Actinoplanes_derwentensis

Nocardia_sp.|BMG111209~GCF_000381925.1@NZ_KB907309=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Nocardiaceae-Nocardia-Nocardia_sp.

Frankia_casuarinae~GCF_000013345.1@NC_007777=Bacteria-Actinobacteria-Actinobacteria-Frankiales-Frankiaceae-Frankia-Frankia_casuarinae

Enterorhabdus_mucosicola|DSM19490~GCF_000422625.1@NZ_KE383895=Bacteria-Actinobacteria-Coriobacteriia-Eggerthellales-Eggerthellaceae-Enterorhabdus-Enterorhabdus_mucosicola

candidatus_microthrix_parvicella|RN1~GCF_000455525.1@NZ_HG422565=Bacteria-Actinobacteria-Acidimicrobiia-Acidimicrobiales-Microthrixaceae-Candidatus_microthrix-Candidatus_microthrix_parvicella

Gulosibacter_molinativorax|DSM13485~GCF_000425685.1@NZ_AUDX01000015=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Microbacteriaceae-Gulosibacter-Gulosibacter_molinativorax

Demequina_flava~GCF_000975035.1@NZ_BBRA01000001=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Demequinaceae-Demequina-Demequina_flava

Leifsonia_sp.|ROOT60~GCF_001427485.1@NZ_LMGR01000002=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Microbacteriaceae-Leifsonia-Leifsonia_sp.

Raineyella_antarctica~GCF_900092135.1@NZ_FMYF01000009=Bacteria-Actinobacteria-Actinobacteria-Propionibacteriales-Propionibacteriaceae-Raineyella-Raineyella_antarctica

Krasilnikoviella_flava~GCF_900167525.1@NZ_FUZQ01000003=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Promicromonosporaceae-Krasilnikoviella-Krasilnikoviella_flava

Nocardioides_sp.|J54~GCF_000519005.1@NZ_JAER01000030=Bacteria-Actinobacteria-Actinobacteria-Propionibacteriales-Nocardioidaceae-Nocardioides-Nocardioides_sp.

Corynebacterium_sp.|KPL1995~GCF_000477935.1@NZ_KI515715=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Corynebacteriaceae-Corynebacterium-Corynebacterium_sp.

Streptomyces_griseus~GCF_001715295.1@NZ_MDKB01000002=Bacteria-Actinobacteria-Actinobacteria-Streptomycetales-Streptomycetaceae-Streptomyces-Streptomyces_griseus

Tsukamurella_sp.|1534~GCF_000312385.1@NZ_HE997626=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Tsukamurellaceae-Tsukamurella-Tsukamurella_sp.

Streptomyces_longwoodensis~GCF_001514125.1@NZ_KQ948560=Bacteria-Actinobacteria-Actinobacteria-Streptomycetales-Streptomycetaceae-Streptomyces-Streptomyces_longwoodensis

candidatus_planktophila_sp.|MMS-IA-56~GCA_002288065.1@CP016773=Bacteria-Actinobacteria-Actinobacteria-unknown_order-unknown_family-Candidatus_planktophila-Candidatus_planktophila_sp.

Microbacterium_chocolatum~GCF_001278365.1@NZ_KQ440284=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Microbacteriaceae-Microbacterium-Microbacterium_chocolatum

Blastococcus_sp.|DSM46786~GCF_900109665.1@NZ_FOAO01000010=Bacteria-Actinobacteria-Actinobacteria-Geodermatophilales-Geodermatophilaceae-Blastococcus-Blastococcus_sp.

Eggerthella_sp.|CAG1427~GCA_000431675.1@HF988688=Bacteria-Actinobacteria-Coriobacteriia-Eggerthellales-Eggerthellaceae-Eggerthella-Eggerthella_sp.

Eggerthellaceae_bacterium_at8~GCF_001486445.1@NZ_LN908983=Bacteria-Actinobacteria-Coriobacteriia-Eggerthellales-Eggerthellaceae-unknown_genus-Eggerthellaceae_bacterium_at8

Leifsonia_xyli~GCF_001647635.1@NZ_CP014761=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Microbacteriaceae-Leifsonia-Leifsonia_xyli

Mycobacterium_sp.|YC-RL4~GCF_001644575.1@NZ_CP015596=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Mycobacteriaceae-Mycobacterium-Mycobacterium_sp.

Microbispora_sp.|ATCCPTA-5024~GCF_000511135.2@NZ_KI866523=Bacteria-Actinobacteria-Actinobacteria-Streptosporangiales-Streptosporangiaceae-Microbispora-Microbispora_sp.

Asanoa_hainanensis~GCF_900188485.1@NZ_FZPH01000006=Bacteria-Actinobacteria-Actinobacteria-Micromonosporales-Micromonosporaceae-Asanoa-Asanoa_hainanensis

Microbacterium_sp.|ROOT180~GCF_001428485.1@NZ_LMHS01000003=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Microbacteriaceae-Microbacterium-Microbacterium_sp.

Rhodococcus_sp.|LEAF225~GCF_001426145.1@NZ_LMRN01000009=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Nocardiaceae-Rhodococcus-Rhodococcus_sp.

Kytococcus_sedentarius|DSM20547~GCF_000023925.1@NC_013169=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Dermacoccaceae-Kytococcus-Kytococcus_sedentarius

Rothia_mucilaginosa~GCF_001065115.1@NZ_JVFT01000007=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Micrococcaceae-Rothia-Rothia_mucilaginosa

Lawsonella_clevelandensis~GCF_001293125.1@NZ_CP009312=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-unknown_family-Lawsonella-Lawsonella_clevelandensis

Kocuria_rhizophila~GCF_002208685.1@NZ_CP022039=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Micrococcaceae-Kocuria-Kocuria_rhizophila

Cellulomonas_massiliensis|JC225~GCF_000312005.1@NZ_HE978588=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Cellulomonadaceae-Cellulomonas-Cellulomonas_massiliensis

Marmoricola_sp.|URHB0036~GCF_000426045.1@NZ_AUEP01000006=Bacteria-Actinobacteria-Actinobacteria-Propionibacteriales-Nocardioidaceae-Marmoricola-Marmoricola_sp.

Microbacterium_sp.|AR7-10~GCF_001878835.1@NZ_MJIR01000033=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Microbacteriaceae-Microbacterium-Microbacterium_sp.

Jiangella_alba~GCF_001708125.1@NZ_KV757180=Bacteria-Actinobacteria-Actinobacteria-Jiangellales-Jiangellaceae-Jiangella-Jiangella_alba

Actinomadura_madurae~GCA_000715965.1@JNZC01000003=Bacteria-Actinobacteria-Actinobacteria-Streptosporangiales-Thermomonosporaceae-Actinomadura-Actinomadura_madurae

Dietzia_cinnamea~GCF_001643175.1@NZ_LSTT01000157=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Dietziaceae-Dietzia-Dietzia_cinnamea

Micrococcales_bacterium_kh10~GCF_900188465.1@NZ_FZPE01000002=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-unknown_family-unknown_genus-Micrococcales_bacterium_kh10

Cryptosporangium_arvum|DSM44712~GCF_000585375.1@NZ_KK073874=Bacteria-Actinobacteria-Actinobacteria-Frankiales-Cryptosporangiaceae-Cryptosporangium-Cryptosporangium_arvum

Nocardia_pseudobrasiliensis~GCA_001304815.1@BBXO01000085=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Nocardiaceae-Nocardia-Nocardia_pseudobrasiliensis

Streptomyces_sp.|SCSIO03032~GCF_002128305.1@NZ_CP021121=Bacteria-Actinobacteria-Actinobacteria-Streptomycetales-Streptomycetaceae-Streptomyces-Streptomyces_sp.

Janibacter_sp.|HTCC2649~GCF_000152705.1@NZ_CH672413=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Intrasporangiaceae-Janibacter-Janibacter_sp.

Nonomuraea_jiangxiensis~GCF_900099965.1@NZ_FNDJ01000013=Bacteria-Actinobacteria-Actinobacteria-Streptosporangiales-Streptosporangiaceae-Nonomuraea-Nonomuraea_jiangxiensis

Nocardiopsis_gilva|YIM90087~GCF_002263495.1@NZ_CP022753=Bacteria-Actinobacteria-Actinobacteria-Streptosporangiales-Nocardiopsaceae-Nocardiopsis-Nocardiopsis_gilva

Nocardioides_terrae~GCF_900112345.1@NZ_FOLB01000025=Bacteria-Actinobacteria-Actinobacteria-Propionibacteriales-Nocardioidaceae-Nocardioides-Nocardioides_terrae

Actinobacteria_bacterium_66_15~GCA_001508275.1@LGFV01000023=Bacteria-Actinobacteria-Actinobacteria-unknown_order-unknown_family-unknown_genus-Actinobacteria_bacterium_66_15

Corynebacterium_sp.|HMSC28B08~GCF_001806865.1@NZ_KV786167=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Corynebacteriaceae-Corynebacterium-Corynebacterium_sp.

Aeromicrobium_sp.|ROOT495~GCF_001426755.1@NZ_LMFJ01000002=Bacteria-Actinobacteria-Actinobacteria-Propionibacteriales-Nocardioidaceae-Aeromicrobium-Aeromicrobium_sp.

Leifsonia_xyli_subsp._cynodontis|DSM46306~GCF_000470775.1@NC_022438=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Microbacteriaceae-Leifsonia-Leifsonia_xyli-Leifsonia_xyli_subsp._cynodontis

Geodermatophilus_saharensis~GCF_900188205.1@NZ_FZOH01000008=Bacteria-Actinobacteria-Actinobacteria-Geodermatophilales-Geodermatophilaceae-Geodermatophilus-Geodermatophilus_saharensis

Sanguibacter_keddieii|DSM10542~GCF_000024925.1@NC_013521=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Sanguibacteraceae-Sanguibacter-Sanguibacter_keddieii

Microbacterium_sp.|ROOT166~GCF_001427145.1@NZ_LMGL01000001=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Microbacteriaceae-Microbacterium-Microbacterium_sp.

Microbacterium_sp.|70-38~GCA_001897105.1@MKSA01000257=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Microbacteriaceae-Microbacterium-Microbacterium_sp.

Acidimicrobium_ferrooxidans|DSM10331~GCF_000023265.1@NC_013124=Bacteria-Actinobacteria-Acidimicrobiia-Acidimicrobiales-Acidimicrobiaceae-Acidimicrobium-Acidimicrobium_ferrooxidans

Streptomyces_sp.|NBRC109706~GCF_000974485.1@NZ_BBOM01000006=Bacteria-Actinobacteria-Actinobacteria-Streptomycetales-Streptomycetaceae-Streptomyces-Streptomyces_sp.

Corynebacterium_massiliense|DSM45435~GCF_000420605.1@NZ_ATVG01000009=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Corynebacteriaceae-Corynebacterium-Corynebacterium_massiliense

Mycobacterium_sp.|KMS~GCF_000015405.1@NC_008705=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Mycobacteriaceae-Mycobacterium-Mycobacterium_sp.

Microlunatus_phosphovorus|NM-1~GCF_000270245.1@NC_015635=Bacteria-Actinobacteria-Actinobacteria-Propionibacteriales-Propionibacteriaceae-Microlunatus-Microlunatus_phosphovorus

candidatus_blastococcus_massiliensis|AP3~GCF_000582785.1@NZ_HG931174=Bacteria-Actinobacteria-Actinobacteria-Geodermatophilales-Geodermatophilaceae-Blastococcus-Candidatus_blastococcus_massiliensis

Blastococcus_endophyticus~GCF_900110555.1@NZ_FOEE01000011=Bacteria-Actinobacteria-Actinobacteria-Geodermatophilales-Geodermatophilaceae-Blastococcus-Blastococcus_endophyticus

Marmoricola_scoriae~GCF_900104965.1@NZ_LT629757=Bacteria-Actinobacteria-Actinobacteria-Propionibacteriales-Nocardioidaceae-Marmoricola-Marmoricola_scoriae

Arsenicicoccus_sp.|ORALTAXON190~GCF_001189535.1@NZ_CP012070=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Intrasporangiaceae-Arsenicicoccus-Arsenicicoccus_sp.

Streptomyces_venezuelae~GCF_001886595.1@NZ_CP018074=Bacteria-Actinobacteria-Actinobacteria-Streptomycetales-Streptomycetaceae-Streptomyces-Streptomyces_venezuelae

Cellulomonas_gilvus|ATCC13127~GCF_000218545.1@NC_015671=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Cellulomonadaceae-Cellulomonas-Cellulomonas_gilvus

Mycobacterium_bohemicum|DSM44277~GCF_001053185.1@NZ_CSTD01000005=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Mycobacteriaceae-Mycobacterium-Mycobacterium_bohemicum

Microbacterium_sp.|NO7~GCF_001314225.1@NZ_CP012697=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Microbacteriaceae-Microbacterium-Microbacterium_sp.

Mycobacterium_abscessus~GCF_001217125.1@NZ_CSWS01000008=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Mycobacteriaceae-Mycobacterium-Mycobacterium_abscessus

Marine_actinobacterium_medacidi_g2a~GCA_000817095.1@JUEN01000011=Bacteria-Actinobacteria-Actinobacteria-unknown_order-unknown_family-unknown_genus-Marine_actinobacterium_medacidi_g2a

Corynebacterium_sputi|DSM45148~GCF_000427865.1@NZ_ATYV01000013=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Corynebacteriaceae-Corynebacterium-Corynebacterium_sputi

Acidipropionibacterium_acidipropionici|DSM4900~GCF_000427845.1@NZ_ATYU01000007=Bacteria-Actinobacteria-Actinobacteria-Propionibacteriales-Propionibacteriaceae-Acidipropionibacterium-Acidipropionibacterium_acidipropionici

Streptomyces_lividans|1326~GCF_000403665.1@NZ_CM001889=Bacteria-Actinobacteria-Actinobacteria-Streptomycetales-Streptomycetaceae-Streptomyces-Streptomyces_lividans

Mycobacterium_acapulcensis~GCF_900089125.1@NZ_LT592226=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Mycobacteriaceae-Mycobacterium-Mycobacterium_acapulcensis

Nocardioides_sp.|REDSEA-S40_B4~GCA_001627315.1@LUPP01000025=Bacteria-Actinobacteria-Actinobacteria-Propionibacteriales-Nocardioidaceae-Nocardioides-Nocardioides_sp.

Acidipropionibacterium_jensenii|DSM20535~GCF_000425285.1@NZ_AUDD01000022=Bacteria-Actinobacteria-Actinobacteria-Propionibacteriales-Propionibacteriaceae-Acidipropionibacterium-Acidipropionibacterium_jensenii

Kutzneria_albida|DSM43870~GCF_000525635.1@NZ_CP007155=Bacteria-Actinobacteria-Actinobacteria-Pseudonocardiales-Pseudonocardiaceae-Kutzneria-Kutzneria_albida

Mycobacterium_asiaticum|DSM44297~GCF_000613245.1@NZ_HG964938=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Mycobacteriaceae-Mycobacterium-Mycobacterium_asiaticum

Streptomyces_rimosus|R6-500~GCF_000707925.1@NZ_JJNO01000004=Bacteria-Actinobacteria-Actinobacteria-Streptomycetales-Streptomycetaceae-Streptomyces-Streptomyces_rimosus

Streptomyces_sp.|CNH287~GCF_000424825.1@NZ_AUKQ01000013=Bacteria-Actinobacteria-Actinobacteria-Streptomycetales-Streptomycetaceae-Streptomyces-Streptomyces_sp.

Curtobacterium_flaccumfaciens|UCD-AKU~GCF_000349565.1@NZ_KB714628=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Microbacteriaceae-Curtobacterium-Curtobacterium_flaccumfaciens

Streptomyces_albus|J1074~GCF_000359525.1@NC_020990=Bacteria-Actinobacteria-Actinobacteria-Streptomycetales-Streptomycetaceae-Streptomyces-Streptomyces_albus

candidatus_planktophila_sp.|MMS-IIB-106~GCA_002288325.1@CP016780=Bacteria-Actinobacteria-Actinobacteria-unknown_order-unknown_family-Candidatus_planktophila-Candidatus_planktophila_sp.

Propionibacterium_acidifaciens|DSM21887~GCF_000426605.1@NZ_AUFR01000007=Bacteria-Actinobacteria-Actinobacteria-Propionibacteriales-Propionibacteriaceae-Propionibacterium-Propionibacterium_acidifaciens

Clavibacter_michiganensis_subsp._nebraskensis|NCPPB2581~GCF_000355695.1@NC_020891=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Microbacteriaceae-Clavibacter-Clavibacter_michiganensis-Clavibacter_michiganensis_subsp._nebraskensis

Corynebacterium_argentoratense|DSM44202~GCF_000590555.1@NC_022198=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Corynebacteriaceae-Corynebacterium-Corynebacterium_argentoratense

Gardnerella_vaginalis|JCP7276~GCF_000414685.1@NZ_KE348520=Bacteria-Actinobacteria-Actinobacteria-Bifidobacteriales-Bifidobacteriaceae-Gardnerella-Gardnerella_vaginalis

Pseudonocardia_spinosispora|DSM44797~GCF_000429025.1@NZ_AUBB01000074=Bacteria-Actinobacteria-Actinobacteria-Pseudonocardiales-Pseudonocardiaceae-Pseudonocardia-Pseudonocardia_spinosispora

Crossiella_equi~GCF_002155995.1@NZ_MUMG01000055=Bacteria-Actinobacteria-Actinobacteria-Pseudonocardiales-Pseudonocardiaceae-Crossiella-Crossiella_equi

Mycobacterium_rhodesiae|NBB3~GCF_000230895.2@NC_016604=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Mycobacteriaceae-Mycobacterium-Mycobacterium_rhodesiae

Geodermatophilus_amargosae~GCF_900116515.1@NZ_FPBA01000022=Bacteria-Actinobacteria-Actinobacteria-Geodermatophilales-Geodermatophilaceae-Geodermatophilus-Geodermatophilus_amargosae

Amycolatopsis_marina~GCF_900111885.1@NZ_FOKG01000001=Bacteria-Actinobacteria-Actinobacteria-Pseudonocardiales-Pseudonocardiaceae-Amycolatopsis-Amycolatopsis_marina

Timonella_senegalensis|JC301~GCF_000312125.1@NZ_HE978641=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-unknown_family-Timonella-Timonella_senegalensis

Bifidobacterium_kashiwanohense|JCM15439+DSM21854~GCF_001042615.1@NZ_AP012327=Bacteria-Actinobacteria-Actinobacteria-Bifidobacteriales-Bifidobacteriaceae-Bifidobacterium-Bifidobacterium_kashiwanohense

Mycobacterium_sp.|DJL-10~GCF_001695755.1@NZ_CP016640=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Mycobacteriaceae-Mycobacterium-Mycobacterium_sp.

Micromonospora_rifamycinica~GCF_900090265.1@NZ_LT607752=Bacteria-Actinobacteria-Actinobacteria-Micromonosporales-Micromonosporaceae-Micromonospora-Micromonospora_rifamycinica

Oerskovia_sp.|ROOT918~GCF_001428945.1@NZ_LMJG01000017=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Cellulomonadaceae-Oerskovia-Oerskovia_sp.

Arthrobacter_sp.|35W~GCF_000482545.1@NZ_KI519455=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Micrococcaceae-Arthrobacter-Arthrobacter_sp.

Saccharopolyspora_jiangxiensis~GCF_900112555.1@NZ_FOME01000003=Bacteria-Actinobacteria-Actinobacteria-Pseudonocardiales-Pseudonocardiaceae-Saccharopolyspora-Saccharopolyspora_jiangxiensis

candidatus_streptomyces_massiliensis|AP10~GCA_000820785.2@LN611443=Bacteria-Actinobacteria-Actinobacteria-Streptomycetales-Streptomycetaceae-Streptomyces-Candidatus_streptomyces_massiliensis

Actinomycetales_bacterium_actino_01~GCA_001602705.1@LUYL01000017=Bacteria-Actinobacteria-Actinobacteria-Actinomycetales-unknown_family-unknown_genus-Actinomycetales_bacterium_actino_01

Nonomuraea_sp.|SBT364~GCF_001083785.1@NZ_LAVL01000013=Bacteria-Actinobacteria-Actinobacteria-Streptosporangiales-Streptosporangiaceae-Nonomuraea-Nonomuraea_sp.

Arthrobacter_sp.|PAMC25486~GCF_000785535.1@NZ_CP007595=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Micrococcaceae-Arthrobacter-Arthrobacter_sp.

Williamsia_sterculiae~GCF_900156495.1@NZ_FTNT01000005=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Williamsiaceae-Williamsia-Williamsia_sterculiae

Ferrimicrobium_acidiphilum|DSM19497~GCF_000745905.1@NZ_JQKF01000007=Bacteria-Actinobacteria-Acidimicrobiia-Acidimicrobiales-Acidimicrobiaceae-Ferrimicrobium-Ferrimicrobium_acidiphilum

Mycobacterium_sp.|URHB0044~GCF_000620625.1@NZ_JIAW01000001=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Mycobacteriaceae-Mycobacterium-Mycobacterium_sp.

Herbiconiux_ginsengi~GCF_900107435.1@NZ_FNPZ01000001=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Microbacteriaceae-Herbiconiux-Herbiconiux_ginsengi

Nocardioidaceae_bacterium_broad_1~GCA_000192415.1@GL873260=Bacteria-Actinobacteria-Actinobacteria-Propionibacteriales-Nocardioidaceae-unknown_genus-Nocardioidaceae_bacterium_broad_1

Actinopolymorpha_singaporensis~GCF_900104745.1@NZ_LT629732=Bacteria-Actinobacteria-Actinobacteria-Propionibacteriales-Nocardioidaceae-Actinopolymorpha-Actinopolymorpha_singaporensis

Agrococcus_lahaulensis|DSM17612~GCF_000425105.1@NZ_AULD01000005=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Microbacteriaceae-Agrococcus-Agrococcus_lahaulensis

Corynebacterium_ammoniagenes|DSM20306~GCF_000164115.1@NZ_GG771291=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Corynebacteriaceae-Corynebacterium-Corynebacterium_ammoniagenes

Actinobacteria_bacterium_rbg_16_64_13~GCA_001768675.1@MELN01000053=Bacteria-Actinobacteria-unknown_class-unknown_order-unknown_family-unknown_genus-Actinobacteria_bacterium_rbg_16_64_13

Streptomyces_phaeoluteigriseus~GCF_001896135.2@NZ_MPOH02000017=Bacteria-Actinobacteria-Actinobacteria-Streptomycetales-Streptomycetaceae-Streptomyces-Streptomyces_phaeoluteigriseus

Arthrobacter_castelli|DSM16402~GCF_000430705.1@NZ_AUMN01000016=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Micrococcaceae-Arthrobacter-Arthrobacter_castelli

Ornithinimicrobium_sp.|CNJ-824~GCF_001942405.1@NZ_MKKA01000062=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Intrasporangiaceae-Ornithinimicrobium-Ornithinimicrobium_sp.

Streptomyces_vinaceus~GCF_002154465.1@NZ_MUAZ01000058=Bacteria-Actinobacteria-Actinobacteria-Streptomycetales-Streptomycetaceae-Streptomyces-Streptomyces_vinaceus

Thermoactinospora_rubra~GCF_002093975.1@NZ_KZ084324=Bacteria-Actinobacteria-Actinobacteria-Streptosporangiales-Streptosporangiaceae-Thermoactinospora-Thermoactinospora_rubra

Actinomyces_provencensis~GCF_900155435.1@NZ_LT700212=Bacteria-Actinobacteria-Actinobacteria-Actinomycetales-Actinomycetaceae-Actinomyces-Actinomyces_provencensis

Streptomyces_griseoruber~GCF_001418585.1@NZ_LIQS01000138=Bacteria-Actinobacteria-Actinobacteria-Streptomycetales-Streptomycetaceae-Streptomyces-Streptomyces_griseoruber

Agromyces_aureus~GCF_001660485.1@NZ_CP013979=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Microbacteriaceae-Agromyces-Agromyces_aureus

Modestobacter_sp.|DSM44400~GCF_900107175.1@NZ_FNOZ01000020=Bacteria-Actinobacteria-Actinobacteria-Geodermatophilales-Geodermatophilaceae-Modestobacter-Modestobacter_sp.

Jonesia_quinghaiensis|DSM15701~GCF_000423205.1@NZ_AUHN01000004=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Jonesiaceae-Jonesia-Jonesia_quinghaiensis

Trueperella_sp.|HMSC08H06~GCF_001808465.1@NZ_KV793343=Bacteria-Actinobacteria-Actinobacteria-Actinomycetales-Actinomycetaceae-Trueperella-Trueperella_sp.

Mycobacterium_peregrinum~GCF_001403655.1@NZ_LN879428=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Mycobacteriaceae-Mycobacterium-Mycobacterium_peregrinum

Curtobacterium_sp.|MCBA15_012~GCF_001864935.1@NZ_MJGP01000024=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Microbacteriaceae-Curtobacterium-Curtobacterium_sp.

Thermobifida_cellulosilytica|TB100~GCF_001517975.1@NZ_KQ950180=Bacteria-Actinobacteria-Actinobacteria-Streptosporangiales-Nocardiopsaceae-Thermobifida-Thermobifida_cellulosilytica

Kitasatospora_sp.|ROOT107~GCF_001424875.1@NZ_LMCT01000003=Bacteria-Actinobacteria-Actinobacteria-Streptomycetales-Streptomycetaceae-Kitasatospora-Kitasatospora_sp.

Streptomyces_wuyuanensis~GCF_900103455.1@NZ_FNHI01000010=Bacteria-Actinobacteria-Actinobacteria-Streptomycetales-Streptomycetaceae-Streptomyces-Streptomyces_wuyuanensis

Solirubrobacterales_bacterium_urhd0059~GCF_000688095.1@NZ_JIAT01000009=Bacteria-Actinobacteria-Thermoleophilia-Solirubrobacterales-unknown_family-unknown_genus-Solirubrobacterales_bacterium_urhd0059

Williamsia_sp.|1138~GCF_002095435.2@NZ_MJEJ02000048=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Williamsiaceae-Williamsia-Williamsia_sp.

Mycobacterium_tusciae|JS617~GCF_000243415.2@NZ_KI912270=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Mycobacteriaceae-Mycobacterium-Mycobacterium_tusciae

Streptomyces_sp.|HMICA12~GCF_000373565.1@NZ_KB891800=Bacteria-Actinobacteria-Actinobacteria-Streptomycetales-Streptomycetaceae-Streptomyces-Streptomyces_sp.

Micromonospora_mirobrigensis~GCF_900091555.1@NZ_FMCX01000009=Bacteria-Actinobacteria-Actinobacteria-Micromonosporales-Micromonosporaceae-Micromonospora-Micromonospora_mirobrigensis

Rhodococcus_aetherivorans~GCF_000982715.1@NZ_CP011341=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Nocardiaceae-Rhodococcus-Rhodococcus_aetherivorans

Mycobacterium_sp.|M26~GCF_001494595.1@NZ_LN929907=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Mycobacteriaceae-Mycobacterium-Mycobacterium_sp.

Collinsella_sp.|MARSEILLE-P2666~GCF_900176655.1@NZ_LT838844=Bacteria-Actinobacteria-Coriobacteriia-Coriobacteriales-Coriobacteriaceae-Collinsella-Collinsella_sp.

Rhodococcus_opacus|PD630~GCF_000599545.1@NZ_CP003949=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Nocardiaceae-Rhodococcus-Rhodococcus_opacus

Corynebacterium_sp.|HMSC075D04~GCF_001815635.1@NZ_KV821313=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Corynebacteriaceae-Corynebacterium-Corynebacterium_sp.

Microbispora_rosea~GCF_900156315.1@NZ_FTNI01000025=Bacteria-Actinobacteria-Actinobacteria-Streptosporangiales-Streptosporangiaceae-Microbispora-Microbispora_rosea

Actinoalloteichus_hymeniacidonis~GCF_001747425.1@NZ_CP014859=Bacteria-Actinobacteria-Actinobacteria-Pseudonocardiales-Pseudonocardiaceae-Actinoalloteichus-Actinoalloteichus_hymeniacidonis

Actinomyces_gaoshouyii~GCF_002072175.1@NZ_MVIV01000002=Bacteria-Actinobacteria-Actinobacteria-Actinomycetales-Actinomycetaceae-Actinomyces-Actinomyces_gaoshouyii

Micromonospora_haikouensis~GCF_900091595.1@NZ_FMCW01000003=Bacteria-Actinobacteria-Actinobacteria-Micromonosporales-Micromonosporaceae-Micromonospora-Micromonospora_haikouensis

Mycobacterium_hassiacum|DSM44199~GCF_000379865.1@NZ_KB903843=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Mycobacteriaceae-Mycobacterium-Mycobacterium_hassiacum

Pseudonocardia_sp.|MH-G8~GCF_002262885.1@NZ_NKYF01000003=Bacteria-Actinobacteria-Actinobacteria-Pseudonocardiales-Pseudonocardiaceae-Pseudonocardia-Pseudonocardia_sp.

Streptomyces_prasinopilosus~GCF_001419695.1@NZ_LIRG01000195=Bacteria-Actinobacteria-Actinobacteria-Streptomycetales-Streptomycetaceae-Streptomyces-Streptomyces_prasinopilosus

Streptomyces_jietaisiensis~GCF_900102095.1@NZ_FNAX01000003=Bacteria-Actinobacteria-Actinobacteria-Streptomycetales-Streptomycetaceae-Streptomyces-Streptomyces_jietaisiensis
Streptomyces_chartreusis|NRRL3882~GCA_000226435.1@JH162038=Bacteria-Actinobacteria-Actinobacteria-Streptomycetales-Streptomycetaceae-Streptomyces-Streptomyces_chartreusis

Dietzia_timorensis~GCF_001659785.1@NZ_CP015961=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Dietziaceae-Dietzia-Dietzia_timorensis

Ammonifex_degensii|KC4~GCF_000024605.1@NC_013385=Bacteria-Firmicutes-Clostridia-Thermoanaerobacterales-Thermoanaerobacteraceae-Ammonifex-Ammonifex_degensii

Actinobaculum_suis~GCF_001183565.1@NZ_LFUS01000035=Bacteria-Actinobacteria-Actinobacteria-Actinomycetales-Actinomycetaceae-Actinobaculum-Actinobaculum_suis

Arthrobacter_sp.|ZXY-2~GCF_001854365.1@NZ_CP017421=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Micrococcaceae-Arthrobacter-Arthrobacter_sp.

Glycomyces_tenuis~GCF_000715885.1@NZ_KL571651=Bacteria-Actinobacteria-Actinobacteria-Glycomycetales-Glycomycetaceae-Glycomyces-Glycomyces_tenuis

Microbacterium_sp.|67-17~GCA_001898325.1@MKTR01000034=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Microbacteriaceae-Microbacterium-Microbacterium_sp.

Microbacterium_indicum|DSM19969~GCF_000422385.1@NZ_AULR01000015=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Microbacteriaceae-Microbacterium-Microbacterium_indicum

Actinomyces_suimastitidis|DSM15538~GCF_000429105.1@NZ_AUBF01000006=Bacteria-Actinobacteria-Actinobacteria-Actinomycetales-Actinomycetaceae-Actinomyces-Actinomyces_suimastitidis

Saccharomonospora_halophila|8~GCF_000383775.1@NZ_KB912566=Bacteria-Actinobacteria-Actinobacteria-Pseudonocardiales-Pseudonocardiaceae-Saccharomonospora-Saccharomonospora_halophila

Streptomyces_milbemycinicus~GCF_002154605.1@NZ_MUNE01000781=Bacteria-Actinobacteria-Actinobacteria-Streptomycetales-Streptomycetaceae-Streptomyces-Streptomyces_milbemycinicus

Phycicoccus_cremeus~GCF_900111375.1@NZ_FOHB01000004=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Intrasporangiaceae-Phycicoccus-Phycicoccus_cremeus

Arabia_massiliensis~GCF_900169505.1@NZ_LT827021=Bacteria-Actinobacteria-Coriobacteriia-Eggerthellales-Eggerthellaceae-Arabia-Arabia_massiliensis

Mycobacterium_nebraskense~GCF_001021495.1@NZ_LDPP01000032=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Mycobacteriaceae-Mycobacterium-Mycobacterium_nebraskense

Aeromicrobium_sp.|ROOT344~GCF_001425755.1@NZ_LMDH01000001=Bacteria-Actinobacteria-Actinobacteria-Propionibacteriales-Nocardioidaceae-Aeromicrobium-Aeromicrobium_sp.

Streptomyces_sulphureus|DSM40104~GCF_000381025.1@NZ_KB905820=Bacteria-Actinobacteria-Actinobacteria-Streptomycetales-Streptomycetaceae-Streptomyces-Streptomyces_sulphureus

Nonomuraea_pusilla~GCF_900109355.1@NZ_FOBF01000021=Bacteria-Actinobacteria-Actinobacteria-Streptosporangiales-Streptosporangiaceae-Nonomuraea-Nonomuraea_pusilla

Bifidobacterium_indicum|LMG11587+DSM20214~GCF_000706765.1@NZ_CP006018=Bacteria-Actinobacteria-Actinobacteria-Bifidobacteriales-Bifidobacteriaceae-Bifidobacterium-Bifidobacterium_indicum

Mycobacterium_malmesburyense~GCF_001050015.1@NZ_CVTB01000324=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Mycobacteriaceae-Mycobacterium-Mycobacterium_malmesburyense

Gordonia_polyisoprenivorans|VH2~GCF_000247715.1@NC_016906=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Gordoniaceae-Gordonia-Gordonia_polyisoprenivorans

Cryobacterium_arcticum~GCF_001679725.1@NZ_CP016282=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Microbacteriaceae-Cryobacterium-Cryobacterium_arcticum

Atopobium_fossor|DSM15642~GCF_000483125.1@NZ_AXXR01000004=Bacteria-Actinobacteria-Coriobacteriia-Coriobacteriales-Atopobiaceae-Atopobium-Atopobium_fossor

Thermobifida_halotolerans~GCF_001660385.1@NZ_LIZN01000031=Bacteria-Actinobacteria-Actinobacteria-Streptosporangiales-Nocardiopsaceae-Thermobifida-Thermobifida_halotolerans

Rubrobacter_aplysinae~GCF_001029505.1@NZ_LEKH01000003=Bacteria-Actinobacteria-Rubrobacteria-Rubrobacterales-Rubrobacteraceae-Rubrobacter-Rubrobacter_aplysinae

Actinoplanes_globisporus|DSM43857~GCF_000379645.1@NZ_KB903297=Bacteria-Actinobacteria-Actinobacteria-Micromonosporales-Micromonosporaceae-Actinoplanes-Actinoplanes_globisporus

Scardovia_inopinata|JCM12537~GCF_001042695.1@NZ_AP012334=Bacteria-Actinobacteria-Actinobacteria-Bifidobacteriales-Bifidobacteriaceae-Scardovia-Scardovia_inopinata

Corynebacterium_kroppenstedtii|DSM44385~GCF_000023145.1@NC_012704=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Corynebacteriaceae-Corynebacterium-Corynebacterium_kroppenstedtii

Mycobacterium_chubuense|NBB4~GCF_000266905.1@NC_018027=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Mycobacteriaceae-Mycobacterium-Mycobacterium_chubuense

Pimelobacter_simplex~GCF_000785495.1@NZ_CP009896=Bacteria-Actinobacteria-Actinobacteria-Propionibacteriales-Nocardioidaceae-Pimelobacter-Pimelobacter_simplex

Bifidobacterium_asteroides~GCF_000967185.1@NZ_KQ033857=Bacteria-Actinobacteria-Actinobacteria-Bifidobacteriales-Bifidobacteriaceae-Bifidobacterium-Bifidobacterium_asteroides

Corynebacterium_urinapleomorphum~GCF_900155535.1@NZ_LT706963=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Corynebacteriaceae-Corynebacterium-Corynebacterium_urinapleomorphum

Kitasatospora_cheerisanensis|KCTC2395~GCF_000696185.1@NZ_KK853997=Bacteria-Actinobacteria-Actinobacteria-Streptomycetales-Streptomycetaceae-Kitasatospora-Kitasatospora_cheerisanensis

Solirubrobacter_sp.|URHD0082~GCF_000425945.1@NZ_KE384480=Bacteria-Actinobacteria-Thermoleophilia-Solirubrobacterales-Solirubrobacteraceae-Solirubrobacter-Solirubrobacter_sp.

Actinomyces_meyeri~GCF_001262055.1@NZ_CP012072=Bacteria-Actinobacteria-Actinobacteria-Actinomycetales-Actinomycetaceae-Actinomyces-Actinomyces_meyeri

Sinomonas_mesophila~GCF_001999765.1@NZ_KV908323=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Micrococcaceae-Sinomonas-Sinomonas_mesophila

Saccharomonospora_cyanea|NA-134~GCF_000244975.1@NZ_CM001440=Bacteria-Actinobacteria-Actinobacteria-Pseudonocardiales-Pseudonocardiaceae-Saccharomonospora-Saccharomonospora_cyanea

Yuhushiella_deserti~GCF_900115565.1@NZ_FOWW01000003=Bacteria-Actinobacteria-Actinobacteria-Pseudonocardiales-Pseudonocardiaceae-Yuhushiella-Yuhushiella_deserti

candidatus_aquiluna_sp.|UB-MADEROSW2RED~GCF_900100865.1@NZ_LT627734=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Microbacteriaceae-Candidatus_aquiluna-Candidatus_aquiluna_sp.

Streptomyces_yangpuensis~GCF_001005295.1@NZ_LBMK01000003=Bacteria-Actinobacteria-Actinobacteria-Streptomycetales-Streptomycetaceae-Streptomyces-Streptomyces_yangpuensis

Corynebacterium_terpenotabidum|Y-11~GCF_000418365.1@NC_021663=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Corynebacteriaceae-Corynebacterium-Corynebacterium_terpenotabidum

Cellulomonas_sp.|ROOT137~GCF_001426725.1@NZ_LMFG01000001=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Cellulomonadaceae-Cellulomonas-Cellulomonas_sp.

Gordonia_alkanivorans|S104~GCF_000529675.1@NZ_HG764825=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Gordoniaceae-Gordonia-Gordonia_alkanivorans

Nocardioides_sp.|ROOT224~GCF_001428725.1@NZ_LMIN01000009=Bacteria-Actinobacteria-Actinobacteria-Propionibacteriales-Nocardioidaceae-Nocardioides-Nocardioides_sp.

Streptomyces_clavuligerus~GCF_001693675.1@NZ_CP016559=Bacteria-Actinobacteria-Actinobacteria-Streptomycetales-Streptomycetaceae-Streptomyces-Streptomyces_clavuligerus

Paraoerskovia_marina~GCF_900105445.1@NZ_LT629776=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Cellulomonadaceae-Paraoerskovia-Paraoerskovia_marina

Sinomonas_atrocyanea~GCF_001577305.1@NZ_CP014518=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Micrococcaceae-Sinomonas-Sinomonas_atrocyanea

Corynebacterium_urealyticum~GCF_001053765.1@NZ_JWEP01000028=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Corynebacteriaceae-Corynebacterium-Corynebacterium_urealyticum

Geodermatophilus_poikilotrophus~GCF_900111455.1@NZ_FOIE01000007=Bacteria-Actinobacteria-Actinobacteria-Geodermatophilales-Geodermatophilaceae-Geodermatophilus-Geodermatophilus_poikilotrophus

Actinopolyspora_mortivallis|DSM44261~GCF_000384035.1@NZ_KB913024=Bacteria-Actinobacteria-Actinobacteria-Actinopolysporales-Actinopolysporaceae-Actinopolyspora-Actinopolyspora_mortivallis

Xylanimonas_cellulosilytica|DSM15894~GCF_000024965.1@NC_013530=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Promicromonosporaceae-Xylanimonas-Xylanimonas_cellulosilytica

Tessaracoccus_sp.|NSG39~GCF_001997345.1@NZ_CP019606=Bacteria-Actinobacteria-Actinobacteria-Propionibacteriales-Propionibacteriaceae-Tessaracoccus-Tessaracoccus_sp.

Streptomyces_acidiscabies~GCA_002150705.1@MUFT01000355=Bacteria-Actinobacteria-Actinobacteria-Streptomycetales-Streptomycetaceae-Streptomyces-Streptomyces_acidiscabies

Umezawaea_tangerina~GCA_000715895.1@KL571821=Bacteria-Actinobacteria-Actinobacteria-Pseudonocardiales-Pseudonocardiaceae-Umezawaea-Umezawaea_tangerina

Corynebacterium_uterequi~GCF_001021065.1@NZ_CP011546=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Corynebacteriaceae-Corynebacterium-Corynebacterium_uterequi

Isoptericola_variabilis|225~GCF_000215105.1@NC_015588=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Promicromonosporaceae-Isoptericola-Isoptericola_variabilis

Microbacterium_sp.|70-16~GCA_001898315.1@MKTQ01000018=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Microbacteriaceae-Microbacterium-Microbacterium_sp.

Actinomyces_sp.|VUL4_3~GCF_001856685.1@NZ_CP017812=Bacteria-Actinobacteria-Actinobacteria-Actinomycetales-Actinomycetaceae-Actinomyces-Actinomyces_sp.

Cellulomonas_flavigena|DSM20109~GCF_000092865.1@NC_014151=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Cellulomonadaceae-Cellulomonas-Cellulomonas_flavigena

Promicromonospora_kroppenstedtii|DSM19349~GCF_000515355.1@NZ_KI911678=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Promicromonosporaceae-Promicromonospora-Promicromonospora_kroppenstedtii

Corynebacterium_pilosum|DSM20521~GCF_000373805.1@NZ_KB892443=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Corynebacteriaceae-Corynebacterium-Corynebacterium_pilosum

Mycobacterium_avium_subsp._hominissuis~GCF_900079485.1@NZ_FKJL01000046=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Mycobacteriaceae-Mycobacterium-Mycobacterium_avium-Mycobacterium_avium_subsp._hominissuis

Pseudonocardia_sp.|CNS-139~GCF_001942415.1@NZ_MKJX01000133=Bacteria-Actinobacteria-Actinobacteria-Pseudonocardiales-Pseudonocardiaceae-Pseudonocardia-Pseudonocardia_sp.

Frankia_elaeagni~GCF_000374165.1@NZ_KB893717=Bacteria-Actinobacteria-Actinobacteria-Frankiales-Frankiaceae-Frankia-Frankia_elaeagni

Kitasatospora_sp.|MBT63~GCF_000710465.2@NZ_JAIZ01000301=Bacteria-Actinobacteria-Actinobacteria-Streptomycetales-Streptomycetaceae-Kitasatospora-Kitasatospora_sp.

Actinomyces_radicidentis~GCF_001553565.1@NZ_CP014228=Bacteria-Actinobacteria-Actinobacteria-Actinomycetales-Actinomycetaceae-Actinomyces-Actinomyces_radicidentis

Solirubrobacterales_bacterium_67_14~GCA_001897355.1@MKST01000001=Bacteria-Actinobacteria-Thermoleophilia-Solirubrobacterales-unknown_family-unknown_genus-Solirubrobacterales_bacterium_67_14

Bifidobacterium_tsurumiense|DSM17777~GCF_000429745.1@NZ_AUCL01000001=Bacteria-Actinobacteria-Actinobacteria-Bifidobacteriales-Bifidobacteriaceae-Bifidobacterium-Bifidobacterium_tsurumiense

Kocuria_palustris~GCF_001275345.1@NZ_CP012507=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Micrococcaceae-Kocuria-Kocuria_palustris

Micrococcus_sp.|HMSC067E09~GCF_001812555.1@NZ_KV809449=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Micrococcaceae-Micrococcus-Micrococcus_sp.

Actinomadura_atramentaria|DSM43919~GCF_000381885.1@NZ_KB907212=Bacteria-Actinobacteria-Actinobacteria-Streptosporangiales-Thermomonosporaceae-Actinomadura-Actinomadura_atramentaria

Nitriliruptor_alkaliphilus|DSM45188~GCF_000969705.1@NZ_KQ033901=Bacteria-Actinobacteria-Nitriliruptoria-Nitriliruptorales-Nitriliruptoraceae-Nitriliruptor-Nitriliruptor_alkaliphilus

Alloactinosynnema_iranicum~GCF_900101685.1@NZ_FMZZ01000004=Bacteria-Actinobacteria-Actinobacteria-Pseudonocardiales-Pseudonocardiaceae-Alloactinosynnema-Alloactinosynnema_iranicum

Arthrobacter_sp.|A3~GCF_000755585.2@NZ_CP013745=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Micrococcaceae-Arthrobacter-Arthrobacter_sp.

Olsenella_sp.|MARSEILLE-P3197~GCF_900155635.1@NZ_LT732540=Bacteria-Actinobacteria-Coriobacteriia-Coriobacteriales-Atopobiaceae-Olsenella-Olsenella_sp.

Geodermatophilus_obscurus~GCF_900115395.1@NZ_FOWE01000007=Bacteria-Actinobacteria-Actinobacteria-Geodermatophilales-Geodermatophilaceae-Geodermatophilus-Geodermatophilus_obscurus

Corynebacterium_glyciniphilum|AJ3170~GCF_000626675.1@NZ_CP006842=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Corynebacteriaceae-Corynebacterium-Corynebacterium_glyciniphilum

Eggerthella_sp.|CAG209~GCA_000436075.1@FR884647=Bacteria-Actinobacteria-Coriobacteriia-Eggerthellales-Eggerthellaceae-Eggerthella-Eggerthella_sp.

Corynebacterium_phoceense~GCF_900092335.1@NZ_LT596207=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Corynebacteriaceae-Corynebacterium-Corynebacterium_phoceense

Atopobium_vaginae|DSM15829~GCF_000178335.1@NZ_ADNA01000042=Bacteria-Actinobacteria-Coriobacteriia-Coriobacteriales-Atopobiaceae-Atopobium-Atopobium_vaginae

Nocardia_sp.|348MFTSU51~GCF_000383535.1@NZ_KB911513=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Nocardiaceae-Nocardia-Nocardia_sp.

Streptomyces_mirabilis~GCF_000746395.1@NZ_KN050841=Bacteria-Actinobacteria-Actinobacteria-Streptomycetales-Streptomycetaceae-Streptomyces-Streptomyces_mirabilis

Curtobacterium_sp.|S6~GCF_000710345.2@NZ_KL537415=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Microbacteriaceae-Curtobacterium-Curtobacterium_sp.

Bifidobacterium_dentium|JCM1195+DSM20436~GCF_001042595.1@NZ_AP012326=Bacteria-Actinobacteria-Actinobacteria-Bifidobacteriales-Bifidobacteriaceae-Bifidobacterium-Bifidobacterium_dentium

Arthrobacter_sp.|KBS0703~GCF_002008315.1@NZ_MVDG01000045=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Micrococcaceae-Arthrobacter-Arthrobacter_sp.

Corynebacterium_durum|F0235~GCF_000318135.1@NZ_KB290820=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Corynebacteriaceae-Corynebacterium-Corynebacterium_durum

Corynebacterium_imitans~GCF_000739455.1@NZ_CP009211=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Corynebacteriaceae-Corynebacterium-Corynebacterium_imitans

Mobiluncus_mulieris|ATCC35239~GCF_000146895.1@NZ_GL405260=Bacteria-Actinobacteria-Actinobacteria-Actinomycetales-Actinomycetaceae-Mobiluncus-Mobiluncus_mulieris

Gryllotalpicola_ginsengisoli|DSM22003~GCF_000419445.1@NZ_AULK01000003=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Microbacteriaceae-Gryllotalpicola-Gryllotalpicola_ginsengisoli

Arthrobacter_alpinus~GCF_001294625.1@NZ_CP012677=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Micrococcaceae-Arthrobacter-Arthrobacter_alpinus

candidatus_planktophila_sp.|MMS-IIB-142~GCA_002288345.1@CP016781=Bacteria-Actinobacteria-Actinobacteria-unknown_order-unknown_family-Candidatus_planktophila-Candidatus_planktophila_sp.

Actinobacterium_acamd_2~GCA_000754455.1@JNSE01000037=Bacteria-Actinobacteria-Actinobacteria-unknown_order-unknown_family-unknown_genus-Actinobacterium_acamd_2

Brevibacterium_sandarakinum~GCF_900105045.1@NZ_LT629739=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Brevibacteriaceae-Brevibacterium-Brevibacterium_sandarakinum

Actinomyces_cardiffensis|F0333~GCF_000364865.1@NZ_KB822674=Bacteria-Actinobacteria-Actinobacteria-Actinomycetales-Actinomycetaceae-Actinomyces-Actinomyces_cardiffensis

Arthrobacter_sp.|H14~GCF_000520495.1@NZ_KI914659=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Micrococcaceae-Arthrobacter-Arthrobacter_sp.

Trueperella_pyogenes~GCF_001070855.1@NZ_JVLH01000009=Bacteria-Actinobacteria-Actinobacteria-Actinomycetales-Actinomycetaceae-Trueperella-Trueperella_pyogenes

Streptomyces_violaceusniger|TU4113~GCF_000147815.2@NC_015957=Bacteria-Actinobacteria-Actinobacteria-Streptomycetales-Streptomycetaceae-Streptomyces-Streptomyces_violaceusniger

Frankia_alni|ACN14A~GCF_000058485.1@NC_008278=Bacteria-Actinobacteria-Actinobacteria-Frankiales-Frankiaceae-Frankia-Frankia_alni

Actinoplanes_friuliensis|DSM7358~GCF_000494755.1@NC_022657=Bacteria-Actinobacteria-Actinobacteria-Micromonosporales-Micromonosporaceae-Actinoplanes-Actinoplanes_friuliensis

Actinobacteria_bacterium_imcc26103~GCF_002284875.1@NZ_CP015604=Bacteria-Actinobacteria-unknown_class-unknown_order-unknown_family-unknown_genus-Actinobacteria_bacterium_imcc26103

Arthrobacter_sp.|HMSC06H05~GCF_001807395.1@NZ_KV788983=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Micrococcaceae-Arthrobacter-Arthrobacter_sp.

Streptomyces_albulus~GCF_001646665.1@NZ_LWBU01000169=Bacteria-Actinobacteria-Actinobacteria-Streptomycetales-Streptomycetaceae-Streptomyces-Streptomyces_albulus

Planobispora_rosea~GCF_001696485.1@NZ_JPMW01000001=Bacteria-Actinobacteria-Actinobacteria-Streptosporangiales-Streptosporangiaceae-Planobispora-Planobispora_rosea

Rathayibacter_tritici~GCF_001641005.1@NZ_CP015515=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Microbacteriaceae-Rathayibacter-Rathayibacter_tritici

Corynebacterium_sp.|NML120412~GCF_002285155.1@NZ_NSGL01000001=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Corynebacteriaceae-Corynebacterium-Corynebacterium_sp.

Microbacterium_sp.|HM58-2~GCF_001639925.1@NZ_BDCY01000005=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Microbacteriaceae-Microbacterium-Microbacterium_sp.

Streptomyces_swartbergensis~GCF_002148965.1@NZ_NGFN01000006=Bacteria-Actinobacteria-Actinobacteria-Streptomycetales-Streptomycetaceae-Streptomyces-Streptomyces_swartbergensis

Pseudonocardia_autotrophica~GCF_001902615.1@NZ_MIFY01000012=Bacteria-Actinobacteria-Actinobacteria-Pseudonocardiales-Pseudonocardiaceae-Pseudonocardia-Pseudonocardia_autotrophica

Bifidobacterium_thermophilum|RBL67~GCF_000347695.1@NC_020546=Bacteria-Actinobacteria-Actinobacteria-Bifidobacteriales-Bifidobacteriaceae-Bifidobacterium-Bifidobacterium_thermophilum

Nocardia_cyriacigeorgica|GUH-2~GCF_000284035.1@NC_016887=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Nocardiaceae-Nocardia-Nocardia_cyriacigeorgica

Cellulosimicrobium_sp.|TH-20~GCF_002105775.1@NZ_CP020857=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Promicromonosporaceae-Cellulosimicrobium-Cellulosimicrobium_sp.

Mycobacterium_simiae~GCF_001584765.1@NZ_CP010996=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Mycobacteriaceae-Mycobacterium-Mycobacterium_simiae

Kibdelosporangium_phytohabitans~GCF_001302585.1@NZ_CP012752=Bacteria-Actinobacteria-Actinobacteria-Pseudonocardiales-Pseudonocardiaceae-Kibdelosporangium-Kibdelosporangium_phytohabitans

Streptomyces_xiamenensis~GCF_000993785.2@NZ_CP009922=Bacteria-Actinobacteria-Actinobacteria-Streptomycetales-Streptomycetaceae-Streptomyces-Streptomyces_xiamenensis

candidatus_rhodoluna_planktonica~GCF_001854225.1@NZ_CP015208=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Microbacteriaceae-Rhodoluna-Candidatus_rhodoluna_planktonica

Mycobacterium_aurum~GCF_001049355.1@NZ_CVQQ01000003=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Mycobacteriaceae-Mycobacterium-Mycobacterium_aurum

Nocardioides_sp.|SOIL805~GCF_001429625.1@NZ_LMSU01000001=Bacteria-Actinobacteria-Actinobacteria-Propionibacteriales-Nocardioidaceae-Nocardioides-Nocardioides_sp.

Corynebacterium_sp.|MARSEILLE-P2417~GCF_900169525.1@NZ_LT821239=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Corynebacteriaceae-Corynebacterium-Corynebacterium_sp.

Corynebacterium_cystitidis|DSM20524~GCF_900111265.1@NZ_FOGQ01000009=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Corynebacteriaceae-Corynebacterium-Corynebacterium_cystitidis

Olsenella_sp.|MARSEILLE-P2300~GCF_900119915.1@NZ_LT635455=Bacteria-Actinobacteria-Coriobacteriia-Coriobacteriales-Atopobiaceae-Olsenella-Olsenella_sp.

Streptomyces_sp.|150FB~GCF_000818195.1@NZ_JTHL01000001=Bacteria-Actinobacteria-Actinobacteria-Streptomycetales-Streptomycetaceae-Streptomyces-Streptomyces_sp.

Acidipropionibacterium_thoenii|DSM20276~GCF_000423445.1@NZ_AUHZ01000014=Bacteria-Actinobacteria-Actinobacteria-Propionibacteriales-Propionibacteriaceae-Acidipropionibacterium-Acidipropionibacterium_thoenii

Microbacterium_pygmaeum~GCF_900100885.1@NZ_LT629692=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Microbacteriaceae-Microbacterium-Microbacterium_pygmaeum

Arthrobacter_cupressi~GCF_900099975.1@NZ_FNEI01000025=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Micrococcaceae-Arthrobacter-Arthrobacter_cupressi

Herbiconiux_sp.|YR403~GCF_000799285.1@NZ_KN549087=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Microbacteriaceae-Herbiconiux-Herbiconiux_sp.

Streptosporangium_subroseum~GCF_900188345.1@NZ_FZOD01000020=Bacteria-Actinobacteria-Actinobacteria-Streptosporangiales-Streptosporangiaceae-Streptosporangium-Streptosporangium_subroseum

Streptomyces_oceani~GCF_001751245.1@NZ_LJGU01000148=Bacteria-Actinobacteria-Actinobacteria-Streptomycetales-Streptomycetaceae-Streptomyces-Streptomyces_oceani

Corynebacterium_accolens|ATCC49725~GCF_000159115.1@NZ_GG666993=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Corynebacteriaceae-Corynebacterium-Corynebacterium_accolens

Nocardioides_sp.|ROOT122~GCF_001425025.1@NZ_LMDE01000014=Bacteria-Actinobacteria-Actinobacteria-Propionibacteriales-Nocardioidaceae-Nocardioides-Nocardioides_sp.

Janibacter_melonis~GCF_001637565.1@NZ_LQZG01000001=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Intrasporangiaceae-Janibacter-Janibacter_melonis

Nocardioides_sp.|SOIL796~GCF_001429525.1@NZ_LMSQ01000002=Bacteria-Actinobacteria-Actinobacteria-Propionibacteriales-Nocardioidaceae-Nocardioides-Nocardioides_sp.

Rhodococcus_rhodochrous|J3~GCF_900177695.1@NZ_FXAV01000003=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Nocardiaceae-Rhodococcus-Rhodococcus_rhodochrous

Actinomyces_slackii|ATCC49928~GCF_000428685.1@NZ_AUAK01000001=Bacteria-Actinobacteria-Actinobacteria-Actinomycetales-Actinomycetaceae-Actinomyces-Actinomyces_slackii

Segniliparus_rotundus|DSM44985~GCF_000092825.1@NC_014168=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Segniliparaceae-Segniliparus-Segniliparus_rotundus

Saccharopolyspora_spinosa|NRRL18395~GCF_000194155.1@NZ_GL877880=Bacteria-Actinobacteria-Actinobacteria-Pseudonocardiales-Pseudonocardiaceae-Saccharopolyspora-Saccharopolyspora_spinosa

Corynebacterium_glucuronolyticum~GCF_900176155.1@NZ_FWWS01000019=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Corynebacteriaceae-Corynebacterium-Corynebacterium_glucuronolyticum

Leucobacter_sp.|UCD-THU~GCF_000349545.1@NZ_KB714602=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Microbacteriaceae-Leucobacter-Leucobacter_sp.

Arthrobacter_sp.|L77~GCF_000816565.1@NZ_JWSU01000004=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Micrococcaceae-Arthrobacter-Arthrobacter_sp.

Thermocrispum_municipale|DSM44069~GCF_000427825.1@NZ_KE386593=Bacteria-Actinobacteria-Actinobacteria-Pseudonocardiales-Pseudonocardiaceae-Thermocrispum-Thermocrispum_municipale

Limnochorda_pilosa~GCF_001544015.1@NZ_AP014924=Bacteria-Firmicutes-Limnochordia-Limnochordales-Limnochordaceae-Limnochorda-Limnochorda_pilosa

Nocardioides_insulae|DSM17944~GCF_000422825.1@NZ_AUGU01000017=Bacteria-Actinobacteria-Actinobacteria-Propionibacteriales-Nocardioidaceae-Nocardioides-Nocardioides_insulae

Marine_actinobacterium_medacidi_g2b~GCA_000817115.1@JUEO01000001=Bacteria-Actinobacteria-Actinobacteria-unknown_order-unknown_family-unknown_genus-Marine_actinobacterium_medacidi_g2b

Lysinimicrobium_pelophilum~GCF_000971175.1@NZ_BBLY01000009=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Demequinaceae-Lysinimicrobium-Lysinimicrobium_pelophilum

Corynebacterium_riegelii~GCF_001263755.1@NZ_CP012342=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Corynebacteriaceae-Corynebacterium-Corynebacterium_riegelii

Tetrasphaera_australiensis|BEN110~GCF_001050535.1@NZ_HG764815=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Intrasporangiaceae-Tetrasphaera-Tetrasphaera_australiensis

Rathayibacter_sp.|LEAF296~GCF_001423045.1@NZ_LMNR01000003=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Microbacteriaceae-Rathayibacter-Rathayibacter_sp.

Actinoplanes_missouriensis|431~GCF_000284295.1@NC_017093=Bacteria-Actinobacteria-Actinobacteria-Micromonosporales-Micromonosporaceae-Actinoplanes-Actinoplanes_missouriensis

Corynebacterium_efficiens|YS-314~GCF_000160795.1@NZ_GG700684=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Corynebacteriaceae-Corynebacterium-Corynebacterium_efficiens

Arthrobacter_sp.|EDENS01~GCF_001307035.1@NZ_LKIU01000006=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Micrococcaceae-Arthrobacter-Arthrobacter_sp.

Corynebacterium_ureicelerivorans~GCF_000747315.1@NZ_CP009215=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Corynebacteriaceae-Corynebacterium-Corynebacterium_ureicelerivorans

Frankia_inefficax~GCF_000166135.1@NC_014666=Bacteria-Actinobacteria-Actinobacteria-Frankiales-Frankiaceae-Frankia-Frankia_inefficax

Olsenella_uli|DSM7084~GCF_000143845.1@NC_014363=Bacteria-Actinobacteria-Coriobacteriia-Coriobacteriales-Atopobiaceae-Olsenella-Olsenella_uli

Propionibacterium_sp.|ORALTAXON192F0372~GCF_000413315.1@NZ_KE340297=Bacteria-Actinobacteria-Actinobacteria-Propionibacteriales-Propionibacteriaceae-Propionibacterium-Propionibacterium_sp.

Propionibacterium_sp.|KPL1852~GCF_000477695.1@NZ_KI515694=Bacteria-Actinobacteria-Actinobacteria-Propionibacteriales-Propionibacteriaceae-Propionibacterium-Propionibacterium_sp.

Rothia_aeria|F0184~GCF_000479025.1@NZ_KI518028=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Micrococcaceae-Rothia-Rothia_aeria

Corynebacterium_fournierii~GCF_900176865.1@NZ_LT839618=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Corynebacteriaceae-Corynebacterium-Corynebacterium_fournierii

Mycobacterium_colombiense|CECT3035~GCF_002105755.1@NZ_CP020821=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Mycobacteriaceae-Mycobacterium-Mycobacterium_colombiense

Arcanobacterium_haemolyticum~GCF_001055535.1@NZ_JUZA01000002=Bacteria-Actinobacteria-Actinobacteria-Actinomycetales-Actinomycetaceae-Arcanobacterium-Arcanobacterium_haemolyticum

Actinomyces_odontolyticus~GCF_001462375.1@NZ_LLVT01000001=Bacteria-Actinobacteria-Actinobacteria-Actinomycetales-Actinomycetaceae-Actinomyces-Actinomyces_odontolyticus

Verrucosispora_maris|AB-18-032~GCF_000204155.1@NC_015434=Bacteria-Actinobacteria-Actinobacteria-Micromonosporales-Micromonosporaceae-Verrucosispora-Verrucosispora_maris

Trueperella_pyogenes|TP8~GCF_000816065.1@NZ_CP007003=Bacteria-Actinobacteria-Actinobacteria-Actinomycetales-Actinomycetaceae-Trueperella-Trueperella_pyogenes

Blastococcus_saxobsidens|DD2~GCF_000284015.1@NC_016943=Bacteria-Actinobacteria-Actinobacteria-Geodermatophilales-Geodermatophilaceae-Blastococcus-Blastococcus_saxobsidens

Thermobifida_fusca|YX~GCF_000012405.1@NC_007333=Bacteria-Actinobacteria-Actinobacteria-Streptosporangiales-Nocardiopsaceae-Thermobifida-Thermobifida_fusca

Nocardioides_sp.|ISO805N~GCF_000364605.1@NZ_KB822575=Bacteria-Actinobacteria-Actinobacteria-Propionibacteriales-Nocardioidaceae-Nocardioides-Nocardioides_sp.

Microbacterium_sp.|XT11~GCF_001513675.1@NZ_CP013859=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Microbacteriaceae-Microbacterium-Microbacterium_sp.

Streptomyces_specialis~GCF_001493375.1@NZ_LN929895=Bacteria-Actinobacteria-Actinobacteria-Streptomycetales-Streptomycetaceae-Streptomyces-Streptomyces_specialis

Corynebacterium_aurimucosum~GCF_001054195.1@NZ_JVXO01000016=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Corynebacteriaceae-Corynebacterium-Corynebacterium_aurimucosum

Streptomyces_peruviensis~GCA_000716165.1@KL575051=Bacteria-Actinobacteria-Actinobacteria-Streptomycetales-Streptomycetaceae-Streptomyces-Streptomyces_peruviensis

Corynebacterium_maris|DSM45190~GCF_000442645.1@NC_021915=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Corynebacteriaceae-Corynebacterium-Corynebacterium_maris

Salinispora_arenicola|CNH964~GCF_000519145.1@NZ_JAEY01000019=Bacteria-Actinobacteria-Actinobacteria-Micromonosporales-Micromonosporaceae-Salinispora-Salinispora_arenicola

Intrasporangiaceae_bacterium_urhb0013~GCF_000620545.1@NZ_KK211150=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Intrasporangiaceae-unknown_genus-Intrasporangiaceae_bacterium_urhb0013

Actinospica_robiniae|DSM44927~GCF_000504285.1@NZ_KI632511=Bacteria-Actinobacteria-Actinobacteria-Catenulisporales-Actinospicaceae-Actinospica-Actinospica_robiniae

Mycobacterium_obuense~GCF_000974925.2@NZ_LAUZ02000006=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Mycobacteriaceae-Mycobacterium-Mycobacterium_obuense

Frondihabitans_sp.|LEAF304~GCF_001423105.1@NZ_LMNV01000005=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Microbacteriaceae-Frondihabitans-Frondihabitans_sp.

Dermacoccus_nishinomiyaensis~GCF_000725405.1@NZ_CP008889=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Dermacoccaceae-Dermacoccus-Dermacoccus_nishinomiyaensis

Curtobacterium_sp.|MCBA15_001~GCF_001864835.1@NZ_MJGI01000021=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Microbacteriaceae-Curtobacterium-Curtobacterium_sp.

Micrococcales_bacterium_73_13~GCA_001898855.1@MKVN01000034=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-unknown_family-unknown_genus-Micrococcales_bacterium_73_13

Nocardioides_sp.|ROOT190~GCF_001428565.1@NZ_LMIA01000010=Bacteria-Actinobacteria-Actinobacteria-Propionibacteriales-Nocardioidaceae-Nocardioides-Nocardioides_sp.

Atopobium_deltae~GCF_001552785.1@NZ_KQ959495=Bacteria-Actinobacteria-Coriobacteriia-Coriobacteriales-Atopobiaceae-Atopobium-Atopobium_deltae

Streptomyces_purpureus|KA281~GCF_000384175.1@NZ_KB913030=Bacteria-Actinobacteria-Actinobacteria-Streptomycetales-Streptomycetaceae-Streptomyces-Streptomyces_purpureus

Corynebacterium_pseudotuberculosis~GCF_000764045.2@NZ_CP016829=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Corynebacteriaceae-Corynebacterium-Corynebacterium_pseudotuberculosis

Streptomyces_uncialis~GCF_001905345.1@NZ_LFBV01000002=Bacteria-Actinobacteria-Actinobacteria-Streptomycetales-Streptomycetaceae-Streptomyces-Streptomyces_uncialis

Brevibacterium_senegalense~GCF_000285835.1@NZ_HE978606=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Brevibacteriaceae-Brevibacterium-Brevibacterium_senegalense

Actinomyces_gerencseriae|DSM6844~GCF_000429265.1@NZ_KE386872=Bacteria-Actinobacteria-Actinobacteria-Actinomycetales-Actinomycetaceae-Actinomyces-Actinomyces_gerencseriae

Mycobacterium_leprae|BR4923~GCF_000026685.1@NC_011896=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Mycobacteriaceae-Mycobacterium-Mycobacterium_leprae

Mycobacterium_sp.|ROOT265~GCF_001428895.1@NZ_LMJA01000029=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Mycobacteriaceae-Mycobacterium-Mycobacterium_sp.

Varibaculum_timonense~GCF_900169515.1@NZ_LT827020=Bacteria-Actinobacteria-Actinobacteria-Actinomycetales-Actinomycetaceae-Varibaculum-Varibaculum_timonense

Devriesea_agamarum~GCF_900070355.1@NZ_LN849456=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Dermabacteraceae-Devriesea-Devriesea_agamarum

Brachybacterium_sp.|P6-10-X1~GCF_001969445.1@NZ_CP017297=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Dermabacteraceae-Brachybacterium-Brachybacterium_sp.

Ilumatobacter_coccineus|YM16-304~GCF_000348785.1@NC_020520=Bacteria-Actinobacteria-Acidimicrobiia-Acidimicrobiales-Acidimicrobiaceae-Ilumatobacter-Ilumatobacter_coccineus

Actinoplanes_liguriensis~GCA_000715855.1@KL571224=Bacteria-Actinobacteria-Actinobacteria-Micromonosporales-Micromonosporaceae-Actinoplanes-Actinoplanes_liguriensis

Bifidobacterium_animalis~GCF_000817045.1@NZ_CP010433=Bacteria-Actinobacteria-Actinobacteria-Bifidobacteriales-Bifidobacteriaceae-Bifidobacterium-Bifidobacterium_animalis

Micrococcales_bacterium_72_143~GCA_001898835.1@MKVM01000003=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-unknown_family-unknown_genus-Micrococcales_bacterium_72_143

Rothia_dentocariosa~GCF_001061305.1@NZ_JVXR01000028=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Micrococcaceae-Rothia-Rothia_dentocariosa

Glutamicibacter_halophytocola~GCF_001302565.1@NZ_CP012750=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Micrococcaceae-Glutamicibacter-Glutamicibacter_halophytocola

Aeromicrobium_sp.|ROOT472D3~GCF_001426485.1@NZ_LMET01000001=Bacteria-Actinobacteria-Actinobacteria-Propionibacteriales-Nocardioidaceae-Aeromicrobium-Aeromicrobium_sp.

Jatrophihabitans_endophyticus|strainDSM45627~NZ_FQVU00000000@NZ_FQVU00000000=Bacteria-Actinobacteria-Actinobacteria-Frankiales-Frankiaceae-Jatrophihabitans-Jatrophihabitans_endophyticus

Microbacterium_sp.|LEAF351~GCF_001423825.1@NZ_LMPK01000002=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Microbacteriaceae-Microbacterium-Microbacterium_sp.

Frankia_discariae~GCF_000373365.1@NZ_KB891230=Bacteria-Actinobacteria-Actinobacteria-Frankiales-Frankiaceae-Frankia-Frankia_discariae

Corynebacterium_sp.|HMSC04H06~GCF_001815935.1@NZ_KV823424=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Corynebacteriaceae-Corynebacterium-Corynebacterium_sp.

Coriobacteriaceae_bacterium_kh1p3~GCF_900167315.1@NZ_FUWQ01000003=Bacteria-Actinobacteria-Coriobacteriia-Coriobacteriales-Coriobacteriaceae-unknown_genus-Coriobacteriaceae_bacterium_kh1p3

Brevibacterium_album|DSM18261~GCF_000426445.1@NZ_AUFJ01000015=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Brevibacteriaceae-Brevibacterium-Brevibacterium_album

Atopobium_rimae~GCF_001438885.1@NZ_JQCP01000002=Bacteria-Actinobacteria-Coriobacteriia-Coriobacteriales-Atopobiaceae-Atopobium-Atopobium_rimae
Atopobium_sp.|ORALTAXON199F0494~GCF_000411555.1@NZ_KE150486=Bacteria-Actinobacteria-Coriobacteriia-Coriobacteriales-Atopobiaceae-Atopobium-Atopobium_sp.

Streptomyces_sp.|KHCRAH-40~GCA_000514095.1@AZVG01000006=Bacteria-Actinobacteria-Actinobacteria-Streptomycetales-Streptomycetaceae-Streptomyces-Streptomyces_sp.

Agrococcus_jejuensis~GCF_900099705.1@NZ_LT629695=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Microbacteriaceae-Agrococcus-Agrococcus_jejuensis

Corynebacterium_flavescens~GCF_001941465.1@NZ_CP009246=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Corynebacteriaceae-Corynebacterium-Corynebacterium_flavescens

Nocardia_farcinica~GCF_001182745.1@NZ_LN868939=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Nocardiaceae-Nocardia-Nocardia_farcinica

Patulibacter_minatonensis|DSM18081~GCF_000519325.1@NZ_KI912613=Bacteria-Actinobacteria-Thermoleophilia-Solirubrobacterales-Patulibacteraceae-Patulibacter-Patulibacter_minatonensis

Mycobacterium_parascrofulaceum|ATCCBAA-614~GCF_000164135.1@NZ_GG770553=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Mycobacteriaceae-Mycobacterium-Mycobacterium_parascrofulaceum

Beutenbergia_cavernae|DSM12333~GCF_000023105.1@NC_012669=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Beutenbergiaceae-Beutenbergia-Beutenbergia_cavernae
Jonesia_denitrificans~GCF_002209145.1@NZ_CP022038=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Jonesiaceae-Jonesia-Jonesia_denitrificans

Saccharopolyspora_flava~GCF_900116135.1@NZ_FOZX01000006=Bacteria-Actinobacteria-Actinobacteria-Pseudonocardiales-Pseudonocardiaceae-Saccharopolyspora-Saccharopolyspora_flava

Corynebacterium_casei|LMGS-19264~GCF_000550785.1@NZ_CP004350=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Corynebacteriaceae-Corynebacterium-Corynebacterium_casei

Glycomyces_sambucus~GCF_900102815.1@NZ_FNGF01000011=Bacteria-Actinobacteria-Actinobacteria-Glycomycetales-Glycomycetaceae-Glycomyces-Glycomyces_sambucus

Mycobacterium_canariasense~GCF_001570445.1@NZ_BCSY01000054=Bacteria-Actinobacteria-Actinobacteria-Corynebacteriales-Mycobacteriaceae-Mycobacterium-Mycobacterium_canariasense

Jiangella_gansuensis|DSM44835~GCF_000515395.1@NZ_KI911782=Bacteria-Actinobacteria-Actinobacteria-Jiangellales-Jiangellaceae-Jiangella-Jiangella_gansuensis

Amycolatopsis_saalfeldensis~GCF_900110575.1@NZ_FOEF01000018=Bacteria-Actinobacteria-Actinobacteria-Pseudonocardiales-Pseudonocardiaceae-Amycolatopsis-Amycolatopsis_saalfeldensis

Serinicoccus_chungangensis~GCF_001483745.1@NZ_LQBL01000009=Bacteria-Actinobacteria-Actinobacteria-Micrococcales-Intrasporangiaceae-Serinicoccus-Serinicoccus_chungangensis
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